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T226 WP 010918687.1 NC 002696:c890971-890690 MTFTVLVSVRAKRDFNRLIVWLVERDPRAAARLGPLLEAALDSLTEAPSRGRSVG...PTTREISIPFGQSAYVIRYRLL 77
T659 WP 011071641.1 NC 004347:c1507842-1507549 .MPQIVFTATALRDLERLREFLRSKNPPAAQRAASAIINTIRKLESYPDIGRPIDDNDFSFRELLIDFGDTGYLAMYQYD 79
T10142 WP 002556167.1 NC 019292:c4272-3979 .VPQVIVTEGAAQGFERCRRFLAAKDPEAAKRAGQAIERQLLLLETAPDIGRPFPEM.PELREVVIAFGDSGYVALYRQE 78
T309 26989223 NC 002947:2846950-2847243 .VPRLIVTEGAAKGLERCRRFLSDKDPQVARRAAQAIERQFARLEESPEVGRPFPDL.PELRELIIEFGDSGYVALYRYE 78
consensus *********!** *!****! ***! *!*!********* *!***!**!!***** ***!!**!*!!***!***!***
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T226 WP 010918687.1 NC 002696:c890971-890690 GSSVHVTR..IWHGLEQR. 93
T659 WP 011071641.1 NC 004347:c1507842-1507549 GGE.RLTVLCIRHQKEAGY 97
T10142 WP 002556167.1 NC 019292:c4272-3979 AAADTVYILAFRHQKEAGY 97
T309 26989223 NC 002947:2846950-2847243 RADDTAYVLAFRHQKEAGY 97
consensus ****** *** *!**!***

X non conserved

X similar

X ≥ 50% conserved


