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T10042 WP 012302900.1 NC 010424:c1933653-1933297 VEIKRGDVFLVNFNPARGSEQAGCRPAVVVQNDVGNKYGPTTIVIAVTTTLKDYPFLVK.LSAGEGGLEKDSTANAAQVL 79
T10140 WP 015060675.1 NC 019266:c11436-11113 ..MMRGDLVTVAMQG....DFGKPRPALVIQANQFSEHTSVTVLPVTSTLVA.APLLRITVPTAENGLQKPSQVMLDKTM 73
T6260 WP 003833460.1 NC 011593:1832225-1832548 ..MKRGEIRTLQADG....YASKPRPVVIVQSDAVDRFDSVITCLLTSYDSSDIDTRVRLEPSPENGLNKVSYVMTDKIV 74
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T10042 WP 012302900.1 NC 010424:c1933653-1933297 TVDKLRLVRKLGNLTSEKMREINRALAVSLGLTLGETQD 118
T10140 WP 015060675.1 NC 019266:c11436-11113 TLKREKIGPTFGHIGVDSMVEVERCLAVFLGIAN..... 107
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X non conserved

X similar

X ≥ 50% conserved


