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AT10128 WP 004155188.1 NZ NQJO01000001:c3406868-3406545 ...........MSITLPHEWGLQSDITPRFGARLVQEGNRLYYLADRAGLTVSFSPIHLQKLDQAFPLFV 59
AT1042 NP 416508.1 NC 000913:2077112-2077480 VSDTLPGTTLPDDNHDRPWWGLPCTVTPCFGARLVQEGNRLHYLADRAGIRGLFSDADAYHLDQAFPLLM 70
AT10198 NP 414780.1 NC 000913:c264007-263690 ..............MSNPTRGLQREITLRLGARLVQEGNRLHYLADRASITGKFSDIECRKLDETFPHFI 56
AT10199 NP 417132.1 NC 000913:2777115-2777432 ..............MSNTTWGLQRDITPRLGARLVQEGNQLHYLADRASITGKFSDAECPKLDVVFPHFI 56
consensus ******!!****!** !!!!!!!!!*!*!!!!!! ****!!* ** *!!**!!***
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VYPTPQERMKN
AT10128 WP 004155188.1 NZ NQJO01000001:c3406868-3406545 EQLENMLRAGELNPHQQHQVTIQLTSLTCIADTRGSCGYVYISIYPTP.... 107
AT1042 NP 416508.1 NC 000913:2077112-2077480 KQLELMLTSGELNPRHQHTVTLYAKGLTCKADTLSSCDYVYLAVYPTPEMKN 122
AT10198 NP 414780.1 NC 000913:c264007-263690 LQMESMLTTGELSPHHAHCVTLYHNDLTCEADTLGSCGYVYIAIYPTQR... 105
AT10199 NP 417132.1 NC 000913:2777115-2777432 SQIESMLTTGELNPRHAQCVTLYHNGFTCEADTLGSCGYVYIAVYPTQR... 105
consensus !*!*!!**!!!*!** **!!******!!*!!!**!!*!!!***!!!**

X non conserved

X similar

X ≥ 50% conserved


