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T10125 WP 000550189.1 NZ HG738867:3548165-3548479 MHLITQKALKDAAEKYPQHKTELVALGNTIAKGYFKKPESLKAVFPSLDNFKYLDKHYVFNVGGNELRVVAMVFF 75
T1046 NP 417554.1 NC 000913:c3234455-3234141 MHLITQKALKDAAEKYPQHKTELVALGNTIAKGYFKKPESLKAVFPSLDNFKYLDKHYVFNVGGNELRVVAMVFF 75
T10135 WP 000550189.1 NZ CP037923:13361-13675 MHLITQKALKDAAEKYPQHKTELVALGNTIAKGYFKKPESLKAVFPSLDNFKYLDKHYVFNVGGNELRVVAMVFF 75
T6087 NP 462911.1 NC 003197:c4240416-4240105 VHVISRKPFNEAMLMYPNHELALTELLNVLEKKTFTQPEEMKRYIPSLDNFKYRDKWWVIDVSGNSLRLISYIDF 75
consensus *!*!**!****!***!!*!***!**!*!***!**!**!!**!***!!!!!!!!*!!**!**!*!!*!!******!
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T10125 WP 000550189.1 NZ HG738867:3548165-3548479 ESQKCYIREVMTHKEYDFFTAVHRTKGKK 104
T1046 NP 417554.1 NC 000913:c3234455-3234141 ESQKCYIREVMTHKEYDFFTAVHRTKGKK 104
T10135 WP 000550189.1 NZ CP037923:13361-13675 ESQKCYIREVMTHKEYDFFTAVHRTKGKK 104
T6087 NP 462911.1 NC 003197:c4240416-4240105 RLHKIFVKHIVSHAEYDKLTAYYRGNKE. 103
consensus ***!********!*!!!**!!**!*****
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X similar

X ≥ 50% conserved


