
logo MAMNFKVFDNSQLVAEYAADI IRKQFNNNPTTIAGFHLDTDQAPVLDELKKNVEKHAVDFSQINI LDYDDKKSYF
AT10115 WP 001251224.1 NC 002745:c1908819-1908220 MAMNFKVFDNSQLVAEYAADIIRKQFNNNPTTIAGFHLDTDQAPVLDELKKNVEKHAVDFSQINILDYDDKKSYF 75
AT10040 WP 001251224.1 NC 002745:c1908819-1908220 MAMNFKVFDNSQLVAEYAADIIRKQFNNNPTTIAGFHLDTDQAPVLDELKKNVEKHAVDFSQINILDYDDKKSYF 75
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo EALGVPAGQVYP IAYEKDAI EL IADKIKTKENKGKLTLQVVS IDEQGKLNVS IRQGLMEARE I FLVVTGANKRDV
AT10115 WP 001251224.1 NC 002745:c1908819-1908220 EALGVPAGQVYPIAYEKDAIELIADKIKTKENKGKLTLQVVSIDEQGKLNVSIRQGLMEAREIFLVVTGANKRDV 150
AT10040 WP 001251224.1 NC 002745:c1908819-1908220 EALGVPAGQVYPIAYEKDAIELIADKIKTKENKGKLTLQVVSIDEQGKLNVSIRQGLMEAREIFLVVTGANKRDV 150
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo VEKLYQENGKTSFEPADLKAHRMVNVI LDKEAAAGLPEDVKAYFTSRFA
AT10115 WP 001251224.1 NC 002745:c1908819-1908220 VEKLYQENGKTSFEPADLKAHRMVNVILDKEAAAGLPEDVKAYFTSRFA 199
AT10040 WP 001251224.1 NC 002745:c1908819-1908220 VEKLYQENGKTSFEPADLKAHRMVNVILDKEAAAGLPEDVKAYFTSRFA 199
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!
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