
logo

MLLSGSENVSDDNKGKLGIGREASVPSAADLLKRAMGGSLARDALKIAGVSGATSELLAS IGR IGVASDALKMAG
AT10104 YP 002515854.3 NC 011916:497352-497597 ........................................................................... 0
AT10075 YP 002518195.1 NC 011916:c2979663-2978809 MLLSGSENVSDDNKGKLGIGREASVPSAADLLKRAMGGSLARDALKIAGVSGATSELLASIGRIGVASDALKMAG 75
consensus ***************************************************************************

logo

ITSVASDALKIAGVGAASDALRVVSAGGLKPEFLAS IGKI SAASDALKLASVTSAADI LKNADVGRLNAIAPPS I
AT10104 YP 002515854.3 NC 011916:497352-497597 ........................................................................... 0
AT10075 YP 002518195.1 NC 011916:c2979663-2978809 ITSVASDALKIAGVGAASDALRVVSAGGLKPEFLASIGKISAASDALKLASVTSAADILKNADVGRLNAIAPPSI 150
consensus ***************************************************************************

logo

SLASAAGGARQGGELSPLSDI LDATRHLTNERYAVTAPSPSAADSLKQTDGGAQYNLP IARMQTLVLPQRPQGIKLDSAPARALG
AT10104 YP 002515854.3 NC 011916:497352-497597 .............................................................MTLLRQGLDAAALG 14
AT10075 YP 002518195.1 NC 011916:c2979663-2978809 SLASAAGGARQGGELSPLSDILDATRHLTNERYAVTAPSPSAADSLKQTDGGAQYNLPIARMQVPQPIKSPRALG 225
consensus *************************************************************! ** * * !!!

logo
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QVRQRARERARMGLRTQADAEFLAADAAGVGLRRFLVSVELENRGKPTLVEQLGKVLMADVCLAAAGLDLMQALAVPSRAPVSGGDD

AT10104 YP 002515854.3 NC 011916:497352-497597 AQVRRARRAMGLRQDELAAAAGVGLRFLVELERGKPTVQLGKVLDVLAAAGLDLQLVSRAPVSGGDD 81
AT10075 YP 002518195.1 NC 011916:c2979663-2978809 QLVRQARERMGLTQAAFADAAGVGRRFVSELENGKPTLELGKVMAVCAAAGLDLMAAPR........ 284
consensus !! !! !!! ! ! !!!!! !!* !!! !!!!* !!!!* !*!!!!!!! *!********

X non conserved
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X ≥ 50% conserved


