logo

T10098 WP 038427096.1 NZ CP007799:c1711248-1709929
T1040 NP 416024.1 NC 000913:c1592176-1590854

T6108 WP 004188815.1 NC 006351:2155448-2156800
T10106 WP 013185548.1 NC 014228:c4077990-4076692
consensus

logo

T10098 WP 038427096.1 NZ CP007799:c1711248-1709929
T1040 NP 416024.1 NC 000913:c1592176-1590854

T6108 WP 004188815.1 NC 006351:2155448-2156800
T10106 WP 013185548.1 NC 014228:c4077990-4076692
consensus

logo

T10098 WP 038427096.1 NZ CP007799:c1711248-1709929
T1040 NP 416024.1 NC 000913:c1592176-1590854

T6108 WP 004188815.1 NC 006351:2155448-2156800
T10106 WP 013185548.1 NC 014228:c4077990-4076692
consensus

logo

T10098 WP 038427096.1 NZ CP007799:c1711248-1709929
T1040 NP 416024.1 NC 000913:c1592176-1590854

T6108 WP 004188815.1 NC 006351:2155448-2156800
T10106 WP 013185548.1 NC 014228:c4077990-4076692
consensus

logo

T10098 WP 038427096.1 NZ CP007799:c1711248-1709929
T1040 NP 416024.1 NC 000913:c1592176-1590854

T6108 WP 004188815.1 NC 006351:2155448-2156800
T10106 WP 013185548.1 NC 014228:c4077990-4076692
consensus

logo

T10098 WP 038427096.1 NZ CP007799:c1711248-1709929
T1040 NP 416024.1 NC 000913:c1592176-1590854

T6108 WP 004188815.1 NC 006351:2155448-2156800
T10106 WP 013185548.1 NC 014228:c4077990-4076692
consensus

Vst U AL

VSARRARAEK\.HLﬂLNNQRV V\\VEEkéND EEE YQBE

%EM%%%MM&MMN@ﬁgﬁégkﬁEE%&MR

I Uskskskskok Doksksk Doskoskoskskskskoskok Dok Dl skok DD sk |1 1 sk skoskoskoskosksksksksk skosk sk sk sk skosk ok | sk skosk sk sk sk sk sk | sk sk sk sk sk sk sk sk sk ok k&

e ) RN TALLR T TR el e VY Lo

HAPLDDER S AGAQEKTALLR)AGIWIN PINGETPTTHI KLP ' GIR [¢ IRISSAD BEASV NE [HCENY \WVR4GL
INNSDDFRIS AGAQEKTALLWHQGCWQRPYGSTPT HIFKLPIGRIEHNN..
* %k % %k PUlsk b b DD sk Doskoskoskskskskskokok Doksksk Dok |

Ikskskskkkk |

a6 g

D

I3V I¢ IIN®gn) [0 ALGVERFDRRER) INAYLLRLPQEDMCQINIGHE [MKY
AE AlFG IGRYLIMVERFDRRWS® WAL RLPQEDMCQIWIG IV
s Dokskskskk sk skkskkk Pk Pk L D111 % * %k * Dokokskoksk | ] %

Rt sl

M mADN;YBJ A P%%W

kokokokkk kok | Dokk okok | okkk

tups ATl B gresorm st liosl F bR EI MLl e

IWATDKIYPRHFLATAKV |SFPEVQMHE LSDFARMIPAJALDNVKNSLPTDFPENVVgA INVLRLHGRLSPRIR

WATDKIYPRHFLATAKV RIFPEVQMHE LSDFARMIPAR\LDNVKWSLPTDFPENVVNA I3 INVLRLHGRLSIH M
DTLTARTADYV DHVSARLPRDFPR VYADI'SHEFSIG LQLS RL

VA.ELPP INIGHESDESHE MG AKQA[CSANCEG . .

Uk sk skokokskokok | Dokkk %

Fokokok skok | D skokokokoskokokok ok | skokok sk k sk ok oskok ok ok sk ok kokok ok k kokok Dakokok | Dokk | 1 skokokox

140
140
149
139

215
215
222
212

290
290
297
287

363
363
371
359

438
438
446
432



logo

Y,

xRA

A
T10098 WP 038427096.1 NZ CP0O07799:c1711248-1709929 Y. .. 439
T1040 NP 416024.1 NC 000913:¢c1592176-1590854 SH . . 440
T6108 WP 004188815.1 NC 006351:2155448-2156800 ABRAP 450
T10106 WP 013185548.1 NC 014228:c4077990-4076692 I 432
consensus *

X non conserved
B similar
i >50% conserved



