
logo

MSC
M
A
S
K
T
K
N
L
P
A
K
K
R
P
TAANLSMKKM

R
K
M
N
S
A

E
G
N
P
Q
S

I
M
N
P
T
L

R
V
P
K
M
K
M
R
L
Y
A
D
R
S
T
K
A
P
T
Y
L
I
V

D
R
T
V
A
E
N
K

Q
R
F
L
T
Y

E
K
S
T
P
S
T
R
K
D
T
E
K
Q
R
S

Y
F
D
I
L
Q
R
K
R
K
H
Q
S
D
W
Y
L
F
D
E
N
K
H
I
L
N
R
K
M
V
A
H
I
L
P
R
S
T
I
N
V
L

D
N
V
L
R
K
A
E
G
M
Q
R
S
N

I
P
G
I
Q
F
K
L
R

I
Q
S
Y
P
S
T
K
D
A
D
E
G
L
K
I
M

G
I
P
E
K
N
S
T

I
R
V
D
K
E
L

A
Y
F
V
L
F
G
N
R
T
Y
A
E
K

A
D
N
S
T
Q
E
K

A
I
V
L
Y
M
I
V
A
E
G
N
R
W
Y
D
L
S

I
M
N
C
T
K
LLCFIKLRSWQAAKMQTYNREENDKGQQSDGKEADEKQRSTVPPTVKLADGLQEPLQDEAPAESQRKFWLNYCNQVHLRKNDHDEPALVQSTKNGAEGKRDNHMRYLWI

Q
R
S
T
V
A
K

D
P
G
I
L
N
E
H
FRADELCYH

T10136 WP 015060653.1 NC 019265:c23853-23533 ..MAKKPARPANLKRAPLPKRTAYTPEFKKSWKRHNDAGRQPMTEARDVMRMLWE.GDTLPAQYLDHELQGEWAGNRECH 77
T10190 WP 176704754.1 NZ KY498026:c2572-2228 MSCSTNLKKTAASKRASLPRAADYTKSFIKDWERLSRSGRYDMNRLKEAMLLLIANDAPLGAEWLDHPLKGDWAGHRECH 80
T10109 QIP66204.1 MK544946:257-544 .................MMLTINRTRTFKRQFKHLLRQGK.DMTKLATAIDTLQRQDRVKLASLHDHALKGAHSGERALH 62
T665 WP 002262889.1 NC 004350:850213-850491 ..................MLKIKQTRQFKKSLKKVVKQGK.DINKLFAIVELLCQKSE.LPLALRNHELKGRWRGIRELH 60
T6256 WP 012576472.1 NC 011593:c15445-15155 ..............MSGIRYTVKTTSRFRKDFKLARRRGL.DAGLFKQVVSILSEGGT.LPDRYHDHALTGNMTGFRECY 64
T10095 WP 002596328.1 NC 013316:c2055913-2055623 ..............MKETKYTVKYTTSFKKDYKRAIKRGL.KIELLEQVVALLAMGEP.LPDKNRDHDLSGDWAGHRECH 64
T10070 WP 014123908.1 NC 016052:523750-524034 .............MKNNPKYKPAFERKFKKHYKNMLKGGRYKKEDFEKVYWKLLYDEQ.LEPRYNDHPLVN.RKPERDLH 65
T10181 WP 005545988.1 NC 013416:c1109635-1109369 ...................MDYVLSKEYKRDLKKLPVEIQ.SGPEYAEVLYCLFNQKS.LPERYKDHALQGNWQGFRDCH 59
T166 WP 000277238.1 NC 002506:c328287-328018 ..................MYKLEYSTQFKKDFKKITKMPISDIIEVGNVISKLQRGEK.LEPKNVDHPLTGNWVGFRDCH 61
T6286 WP 014517465.1 NC 017284:30649-30924 ...............MQNKYSVTFSKRFKKDFKKINNN...DKKILKKIVNKLANDEV.LEEKYKDHALKGNYIGFRECH 61
T10088 WP 000921941.1 NC 011498:475560-475841 ..................MLKVRTKKDFLKDFNKHILSGRITESDVTSVVDCLKEQKP.LQQKYCDHALSGNLKGLRECH 61
T28 WP 000916169.1 NC 000915:c946611-946345 ..................VLKLNLKKSFQKDFDKLLLNGF.DDSVLNEVILTLRKKEP.LDPQFQDHALKGKWKPFRECH 60
T6127 WP 000955518.1 NC 000915:c945963-945691 ..................MLTIETSKKFDKDLKILVKNGF.DLKLLYKVVGNLATEQP.LAPKYKDHPLKGGLKDFRECH 60
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T10136 WP 015060653.1 NC 019265:c23853-23533 IRGDFLLVYQVTKT....DVIFVDIGTHAELFK.. 106
T10190 WP 176704754.1 NZ KY498026:c2572-2228 VGGDFLLAYKTDDSGKTGLIIFVRTGTHAELFNE. 114
T10109 QIP66204.1 MK544946:257-544 VAPDWLLVYKVDAEA..LILMLLATGTHRDTLNIE 95
T665 WP 002262889.1 NC 004350:850213-850491 IESDWLLAYQVLDDE..LVLLLIDTGSHAQMLGM. 92
T6256 WP 012576472.1 NC 011593:c15445-15155 ITPDLLLVYLIEKDV..LVLTLTRTGTHSGLFGK. 96
T10095 WP 002596328.1 NC 013316:c2055913-2055623 ILPDWLLVYRIEDDV..LVLTLARTGTHSDLFGK. 96
T10070 WP 014123908.1 NC 016052:523750-524034 IKPDWLLIYKYDGE....FVRFIDTGTHADLFK.. 94
T10181 WP 005545988.1 NC 013416:c1109635-1109369 IKNDLILIYKIEAD....TLYFARLNSHSEVFK.. 88
T166 WP 000277238.1 NC 002506:c328287-328018 IKPDLVLIYRVFND....QLQLARIGSHSDLF... 89
T6286 WP 014517465.1 NC 017284:30649-30924 IKPDLLLVYRKNNDI..LELYLANLGNHNNIF... 91
T10088 WP 000921941.1 NC 011498:475560-475841 VKPNLLLIYEIKKQE..NELVLLRLDTHSELFKK. 93
T28 WP 000916169.1 NC 000915:c946611-946345 IKPDVLLVYLVKDD....ELILLRLGSHSELF... 88
T6127 WP 000955518.1 NC 000915:c945963-945691 LKPDLLLVYQIKKQE..NTLFLVRLGSHSELF... 90
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X non conserved

X similar

X ≥ 50% conserved


