
logo MI
N
S
D
E
G
NFLFQLSGNI

V
I
LAGSLVSVITSAASVFYLVI FTYVCDYKILANICSKVL IFLKRKARVKKNSPHLPSKDTARAGNSHARTKSASTGRKGSGDFWLRSKE I

V
K
L
F
E
D
I
L
V
F
N
KFI IRKLYFKNHRSKNTFKQRKH

T10084 - NC 009089:c3398014-3397910 MIGFLLSILAGVISAYIYDKI.......KNHPDAN..KGDLKK........... 34
T10083 - NC 009089:1124627-1124731 MIGFLLSILAGVISAYIYDKI.......KNHPDAN..KGDLKK........... 34
T10173 WP 003429855.1 NC 009089:1124125-1124286 MNNFLLNVIAGVIASLIFCLICKVFLKVKSHSTRGKSKSGWEFDFKIKFHKFK. 53
T10172 WP 003429855.1 NC 009089:c3398516-3398355 MNNFLLNVIAGVIASLIFCLICKVFLKVKSHSTRGKSKSGWEFDFKIKFHKFK. 53
T10176 WP 004454589.1 NC 009089:c2665403-2665251 MDNFLFNVLASVTASYIVYLISKLIKKVKSH...STAKSDLKIDINFKYHRKK. 50
T10175 - NC 009089:1433950-1434102 MDNFLFNVLASLTASVVVYLISKLFKKAKSH...SRTKSDLRVEFKFIFKSKK. 50
T10171 WP 004454815.1 NC 009089:c2908333-2908175 MDNFLQGILASLSASLIVYIASKLFRKRKKPLK.AATKSGWEFDLKIRFHKTK. 52
T10174 WP 009902496.1 NC 009089:1644762-1644914 MDNFLQGVLASLVASLIVYLNSKLFKKVKS....HSGRSDFSFELKIKFKKNKH 50
T10081 WP 011861731.1 NC 009089:c3380421-3380278 MSEFLLGVLASLTASFITYIIS...RKVKS....HSGRSDFELDVKIKFNKKRH 47
T10080 WP 011861054.1 NC 009089:1142224-1142367 MSEFLLGVLASLTASFITYIIS...RKVKS....HSGRSDFELDVKIKLNKKQH 47
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