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AT1049 NP 418645.2 NC 000913:4448447-4448698 ..MRITIKRWGNSAGMVIPNIVMKELNLQPGQSVEAQVSNNQLILTPISR...RYSLDELLAQCDMNA..AELSEQDVWG 73
AT10067 WP 010971270.1 NC 003062:928967-929233 MTVTTKIRRQGGAAVMTIPPALLKMLGLEIGEQLTLEVDNGALVASPVRLEKKRFTLAELLDGAEEVA..ALNARERAWD 78
AT1076 WP 000557619.1 NC 002134:91354-91611 .MHTTRLKRVGGSVMLTVPPALLNALSLGTDNEVGMVIDNGRLIVEPYRR..PQYSLAELLAQCDPNA..EISAEEREWL 75
AT6120 WP 013087943.1 NC 014111:1289-1552 .MHTTNLRKVGGSIMLAVPPAFLDQLHLEVGATVGLAVTDGRLVIEPVLH..PQYTLDQLLAEAEASGAYPLPPEEREWV 77
consensus *********!*******!***** ! !******** *****!***!*** * **! *!!**** ** ** *****!*
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AT1049 NP 418645.2 NC 000913:4448447-4448698 KSTPAGDEIW 83
AT10067 WP 010971270.1 NC 003062:928967-929233 TAPPVGKEAL 88
AT1076 WP 000557619.1 NC 002134:91354-91611 DAPATGQEEI 85
AT6120 WP 013087943.1 NC 014111:1289-1552 DAPAVGRELI 87
consensus *****!*!**

X non conserved

X similar

X ≥ 50% conserved


