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AT6157 NP 414767.1 NC 000913:252005-252298 ..MHRILAEKSVNITELRKNPAKYFIDQPVAVLSNNRPAGYLLSASAFEALMDMLAEQEEKKPIKARFRPSAARLEEITR 78
AT10064 WP 013316490.1 NC 014500:863257-863496 MPTTSIRHKKTVS............VTLEPALLQQAREAGINLSATLAEALKREIRAS.....EAERW.......QRENR 56
AT190 WP 000125566.1 NC 002655:54803-55036 ..MTAKRTTQSVT............VTVDRELVNRARDAGLNMSATLTVALNAELKKH.....AATRW.......REENA 54
AT10018 NP 308079.1 NC 002695:54803-55036 ..MTAKRTTQSVT............VTVDRELVNRARDAGLNMSATLTVALNAELKKH.....AATRW.......REENA 54
AT10099 WP 000125566.1 NZ CP007799:52351-52584 ..MTAKRTTQSVT............VTVDRELVNRARDAGLNMSATLTVALNAELKKH.....AATRW.......REENA 54
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