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T10059 WP 004399034.1 NZ CP034484:2656329-2657924 MKVFEAKTLLTEAEKRAQEYKDLKSKMVKLKKAFKAVADLDDSEFSGKGANNIKSFYEDQAGIADQWIDLIEMKI 75
T10058 WP 003242909.1 NZ CP034484:c749161-747152 MKVFEAKTLLSEATDRAKEYKELRTQMVNLRKALKGVADLSDSEFSGKGASNIKAFYHDHVGVADQWIDYIDMKI 75
T10062 WP 004399481.1 NZ CP034484:c2068789-2066987 MKVFEADSLLFEADKRTKEYKELRSQMVKLKKAFKEVANLDDSEFSGKGADNIKAFYHGHVGVTDQWIDLIDMKI 75
T10061 WP 004398855.1 NZ CP034484:c2272655-2270940 MKVFEADSLLSEADKRTKEYKELRSQMVKLKKAFKAVADLDDSKFSGKGADNIKAFYHDHVGVTDQWIDLIDMKI 75
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T10059 WP 004399034.1 NZ CP034484:2656329-2657924 SFLTSIPGFLEDANLSDAYIEETFLAHELANAYTKSKSIMSEQKKAMKDILNDINDILPLDLFSTETFKNELSSA 150
T10058 WP 003242909.1 NZ CP034484:c749161-747152 AFFNSIAGAAEDKGLSDAYIEESFLEHELANANKKSKSIMSEQKKAMKDILNDIDDILPLDLFSTETFKDELADA 150
T10062 WP 004399481.1 NZ CP034484:c2068789-2066987 AFLSSMSATLEDAKMSDAYIEESFLEHELANAYAKSKSIMSEQKKAMKDILNNINDILPLEIFSTEDFKDKLSSA 150
T10061 WP 004398855.1 NZ CP034484:c2272655-2270940 VFLSSISAKLEDAKMSDAYIEESFLEHELVNAYTKSKSIMSEQKKAMKDILNDINDILPLEIFSTEDFKDKLSSA 150
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T10059 WP 004399034.1 NZ CP034484:2656329-2657924 EKKRKEAIEKMDEVDQNLTSEYGLSEANEQMIQADYQALMNATAKGKSASPIHYNAKAYRDSEIHKMTEDVKKQS 225
T10058 WP 003242909.1 NZ CP034484:c749161-747152 NDKRKKTLEKLDALDEDLKTEYALSEPNEQFIKSDFQKLQEATGKGKNATPIHYNAKAYRESDIHKKKGDIEKRT 225
T10062 WP 004399481.1 NZ CP034484:c2068789-2066987 DDKREKTIDKLNKLDEDLKTEYAETEPNEQFIQQDFKKLQESTGKGKNATPIHYNAKAYRESDIHKKKGDIEKHS 225
T10061 WP 004398855.1 NZ CP034484:c2272655-2270940 DDKREKTIDKINKLDEDLKTEYAETEQNEQFIQQDFKKLQESTGKGKNATPIHYSAKAYRESDIHKKKGDIEQHS 225
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T10059 WP 004399034.1 NZ CP034484:2656329-2657924 TDYISFKDQQAEQRRIAKEQEELANRPWYEKSWDAVCNFTGEVSGYYDYKRAADGVDPVTGEKLTAGQRVAAGAM 300
T10058 WP 003242909.1 NZ CP034484:c749161-747152 EAYLKIKKEEAKEREIEKLKERLKNYDYADADE..FYE.MAKTIGYENLTAEQQR.........YFTQIENTREL 288
T10062 WP 004399481.1 NZ CP034484:c2068789-2066987 EAYLSVKKEEAKEREIKELKKKLN.DGVSDPDE..YLE.IAKKVGYENLEPTQVQ.........LAVQIEQAKQL 287
T10061 WP 004398855.1 NZ CP034484:c2272655-2270940 EAYLTVKKEEAKEREIKELKKKLN.DGVSDPDE..YLE.IAKKVGYENLEPAQVQ.........LAVQIEQAKQL 287
consensus **!***!***!**!*!* ** *!********** *** *****!!********* ***!*******

logo

A
EAGAGYE IPTWDGI FVKGVAGVGLYDSVGKDATI

VTVGI
W
L
A
W
G
D
K
M
F
L
V
I
A
T
K
D
G
PGGKEATLVEYSSAI

T
L
S
T
G
G
K
NAALMVAIMYRADKALDVYKHTP I

P
VKTFYEHDALIQSNASASIKEGELSYGQ

T10059 WP 004399034.1 NZ CP034484:2656329-2657924 AAAGYIP..................IVGWAGKLAKGGKAVYSTSKALYRADKALDVYKTPKTFHALQNSSKGLYG 357
T10058 WP 003242909.1 NZ CP034484:c749161-747152 EA.......GFKGVAVGLYDSGKDAVVGLWDMVTDPGGTVEAITGAMA.........HPIKTYEAISAAIEESYQ 347
T10062 WP 004399481.1 NZ CP034484:c2068789-2066987 EGAGEITWDIVKGVGVGLYDVGKDTVTGIWDFITDPGETLSALGNAAM.........HPVKTYDAISAAIEESYQ 353
T10061 WP 004398855.1 NZ CP034484:c2272655-2270940 EGAGEITWDIVKGVGVGLYDVGKDTVTGLWDFITDPGETLSALGNAVI.........HPVKTYDAISAAIEESYQ 353
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T10059 WP 004399034.1 NZ CP034484:2656329-2657924 LASANGFSEAITGRDMFGNKVSKERQEQSLSGAMAMLVPFGARGINKKLNAKSSSR....VSEASTN........ 420
T10058 WP 003242909.1 NZ CP034484:c749161-747152 KDMVN............GDTYSRARWVSYAVGTVV.TSIVGTKGVGAVSKTGTAAKVTTKVKTAASKSATAQKAI 409
T10062 WP 004399481.1 NZ CP034484:c2068789-2066987 KDMVN............GDAYSRSRWVTYAIGSVA.VAVVGTKGAGAINKADAAGKVINKASQA........... 404
T10061 WP 004398855.1 NZ CP034484:c2272655-2270940 KDMVN............GDAYSRSRWVTYAIGSVA.AAVIGTKGAGAINKADAAGKVINKASQA........... 404
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T10059 WP 004399034.1 NZ CP034484:2656329-2657924 ..............................TSKKPKVP..................................... 428
T10058 WP 003242909.1 NZ CP034484:c749161-747152 TVSKQTVDHIKQKVNTGIEVSKKHVKTKLNQIGDLTLADILPYHPRHDLVP.AGVPYNAVNGVTLKEGLQKFAKV 483
T10062 WP 004399481.1 NZ CP034484:c2068789-2066987 ............................GKKIKDVKIPDLLPYNPKYKLALADNVPYNVVDSQNLKNELLTNAKK 451
T10061 WP 004398855.1 NZ CP034484:c2272655-2270940 ............................GKKIKDVKIPDLLPYNPKYDLAMAGDVPYNVVDGENLKNQLMSFAKG 451
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T10059 WP 004399034.1 NZ CP034484:2656329-2657924 ...K.............TYKRPTYFRKGVRDKVWENAKDSTGSVKDPLTKQVMKKDEPWDMGHKPGYEFRKHQQS 487
T10058 WP 003242909.1 NZ CP034484:c749161-747152 ILPKPYGTSSSGRRTPAPHVPPVTVKYGEHFARWSRKKVLKPNII...............YKTKEGYTYTTDNYG 543
T10062 WP 004399481.1 NZ CP034484:c2068789-2066987 IPDGTRKPFTGQKKS..PP..............WLNKEKYDAYEI...............E.............. 481
T10061 WP 004398855.1 NZ CP034484:c2272655-2270940 SD.KEVKPFDVVDYR..PSNSPLENHH.GVMDVWAKH.NVPNYVS...............R.............. 492
consensus * * **** *** * ** * * *! *** * **** * ** * *

logo

A
R
I
M
E
T
G
K
S
N
V
T
K
P
A
D
K
T

L
V
A
QLGTGKEKQVHKRDENI

V
A
K
T
S
K
R
N
R
K
Q
V
F
Y
A
L
R
T

D
E
M
Q

E
K
T
W

D
H
L
N

A
I
D
G
I
K
N
PQDKNR

T

K
NPDDEHDFYQGGPEHVL IPTANSLSTQLFEKMGKNSTGKNQFDNIVPMNA

S
P
Q
I
Y
A
N
R
K
D
S
VGTGQKWYEME

T10059 WP 004399034.1 NZ CP034484:2656329-2657924 AME............RNISRKQFLDEH......NNPDHYQPELPSS............................. 515
T10058 WP 003242909.1 NZ CP034484:c749161-747152 RITSVKADLQLG....EAKRNQYAQTNAGKPQDRKPDDDGGHLIATQFKGSGQFDNIVPMNSQINRSGGKWYEME 614
T10062 WP 004399481.1 NZ CP034484:c2068789-2066987 ..GKVKAK....GKVKDVSRRVYTMKDIDINQKT...EFG..VTNLQLMKNGN........APYAKDGTQ..... 532
T10061 WP 004398855.1 NZ CP034484:c2272655-2270940 ..GSNTPTVALTKEQHNATKKVYREWL....................FEKTGK............KVGGK..... 528
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T10059 WP 004399034.1 NZ CP034484:2656329-2657924 .......................NRSHKGEDMTDDYFGD.................................... 531
T10058 WP 003242909.1 NZ CP034484:c749161-747152 QEWAKALSKKPPKKVAVQIEPVY....SGDSLRPSYFDVTYKIGSRKEISV......................SI 663
T10062 WP 004399481.1 NZ CP034484:c2068789-2066987 INLHH....L....IQEEPGPMLE...IPNSLHTKYSDVIHQLKSDGESFRNDKVLKAQYESFRKRYWKWRAKQF 596
T10061 WP 004398855.1 NZ CP034484:c2272655-2270940 VNWKE....VSPREIQELTEKMFDAANVPKEARQQYYNAFNQYN..................FRK.......... 571
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T10059 WP 004399034.1 NZ CP034484:2656329-2657924 ...... 531
T10058 WP 003242909.1 NZ CP034484:c749161-747152 KNQPGG 669
T10062 WP 004399481.1 NZ CP034484:c2068789-2066987 ENEN.. 600
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