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T10058 WP 003242909.1 NZ CP034484:c749161-747152 AFFNSIAGAAEDKGLSDAYIEESFLEHELANANKKSKSIMSEQKKAMKDILNDIDDILPLDLFSTETFKDELADA 150
T10061 WP 004398855.1 NZ CP034484:c2272655-2270940 VFLSSISAKLEDAKMSDAYIEESFLEHELVNAYTKSKSIMSEQKKAMKDILNDINDILPLEIFSTEDFKDKLSSA 150
T10062 WP 004399481.1 NZ CP034484:c2068789-2066987 AFLSSMSATLEDAKMSDAYIEESFLEHELANAYAKSKSIMSEQKKAMKDILNNINDILPLEIFSTEDFKDKLSSA 150
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T10058 WP 003242909.1 NZ CP034484:c749161-747152 NDKRKKTLEKLDALDEDLKTEYALSEPNEQFIKSDFQKLQEATGKGKNATPIHYNAKAYRESDIHKKKGDIEKRT 225
T10061 WP 004398855.1 NZ CP034484:c2272655-2270940 DDKREKTIDKINKLDEDLKTEYAETEQNEQFIQQDFKKLQESTGKGKNATPIHYSAKAYRESDIHKKKGDIEQHS 225
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T10058 WP 003242909.1 NZ CP034484:c749161-747152 EAYLKIKKEEAKEREIEKLKERLKNYDYADADEFYEMAKTIGYENLTAEQQRYFTQIENTRELEA.......GFK 293
T10061 WP 004398855.1 NZ CP034484:c2272655-2270940 EAYLTVKKEEAKEREIKELKKKLN.DGVSDPDEYLEIAKKVGYENLEPAQVQLAVQIEQAKQLEGAGEITWDIVK 299
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T10058 WP 003242909.1 NZ CP034484:c749161-747152 VVTSIVGTKGVGAVSKTGTAAKVTTKVKTAASKSATAQKAITVSKQTVDHIKQKVNTGIEVSKKHVKTKLNQIGD 443
T10061 WP 004398855.1 NZ CP034484:c2272655-2270940 VAAAVIGTKGAGAINKADAAGKVINKASQA.......................................GKKIKD 410
T10062 WP 004399481.1 NZ CP034484:c2068789-2066987 VAVAVVGTKGAGAINKADAAGKVINKASQA.......................................GKKIKD 410
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T10058 WP 003242909.1 NZ CP034484:c749161-747152 SRKKVLKPNIIYKTKEGYTYTTDNYGRITSVKADLQLG....EAKRNQYAQTNAGKPQDRKPDDDGGHLIATQFK 588
T10061 WP 004398855.1 NZ CP034484:c2272655-2270940 AKH.NVPNYVSR................GSNTPTVALTKEQHNATKKVYREWL....................FE 519
T10062 WP 004399481.1 NZ CP034484:c2068789-2066987 LNKEKYDAYEIE................GKVKAK....GKVKDVSRRVYTMKDIDINQKT...EFG..VTNLQLM 519
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T10058 WP 003242909.1 NZ CP034484:c749161-747152 GSGQFDNIVPMNSQINRSGGKWYEMEQEWAKALSKKPPKKVAVQIEPVY....SGDSLRPSYFDVTYKIGSRKEI 659
T10061 WP 004398855.1 NZ CP034484:c2272655-2270940 KTGK............KVGGK.....VNWKE....VSPREIQELTEKMFDAANVPKEARQQYYNAFNQYN..... 568
T10062 WP 004399481.1 NZ CP034484:c2068789-2066987 KNGN........APYAKDGTQ.....INLHH....L....IQEEPGPMLE...IPNSLHTKYSDVIHQLKSDGES 570
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T10058 WP 003242909.1 NZ CP034484:c749161-747152 SV......................SIKNQPGG 669
T10061 WP 004398855.1 NZ CP034484:c2272655-2270940 .............FRK................ 571
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