
logo

VNVPWENAHGGALYCL IRGDEFSAWHRLLFQRPGCAESVLA
M
A
CRHFTLDGQSPVARCSMYLPAEETEYHKPCEVI

V
A
S
K
R
A
I
A
Q
K
L
A
L
A
C
D
T
E
S
M
V
G
L
M
A
W
V
T
A
I
V

I
T10063 WP 000124640.1 NZ KY887596:c15049-14747 ........................................MAR.TLDQ.......MLATEKPEVVAKAQKAATEML.... 28
T10169 WP 000269902.1 NC 019359:3621-3977 ...........................................................................MWTVI 5
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T127 15610318 NC 000962:3550374-3550718 ...........................................................................MAVI. 4
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T127 15610318 NC 000962:3550374-3550718 LLPQVERWFFALNRDAMAS....VTGAIDLLEMEGPTLGRPVVDKVNDSTFHNMKELRPAG...TSIRILFAFDPARQAI 77
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