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AT10169 WP 001140622.1 NC 019359:3970-4272 ..MAKTLQELLASRSPES......QARIQQMADELLLETQLHLIREEL.EISQKELAATLGIKQPSLSAIENRGH 66
AT10063 WP 000124640.1 NZ KY887596:c15049-14747 ..MARTLDQMLATEKPEV......VAKAQKAATEMLLNIHLAELRDRM.NLTQGEIAASLGVRQPTVSEMEKPGR 66
AT10106 WP 010847709.1 NC 014228:c4078242-4077991 ............................MKITSPQTLAVAIREQRKK.KRLTQKDTADRVGIKQSTVSGFENSPE 46
AT10050 NP 216537.1 NC 000962:c2267110-2266805 ..MAMTLRDMDAVR....PVNREAVDRHKARMRDEVRAFRLRELRAAQ.SLTQVQVAALAHIRQSRVSSIENGDI 68
AT127 15610319 NC 000962:3550715-3551044 MTMARNWRDIRADAVAQGRVDLQRAAVAREEMRDAVLAHRLAEIRKALGHARQADVAALMGVSQARVSKLESGDL 75
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AT10169 WP 001140622.1 NC 019359:3970-4272 .DLKISTMKKYVEAMGGKLRIDVELPTGKHIGFNV... 100
AT10063 WP 000124640.1 NZ KY887596:c15049-14747 .DLKLSSIKRYVEASGGKLRLDVELPDGTHYGFAV... 100
AT10106 WP 010847709.1 NC 014228:c4078242-4077991 .KSKLETLFKLLSSLGLELQVTERNGSTKSDSRWTREW 83
AT10050 NP 216537.1 NC 000962:c2267110-2266805 GSAQVNTLRKYVSALGGELDITVRLGDETFTLA..... 101
AT127 15610319 NC 000962:3550715-3551044 SHTELGTLQAYVAALGGHLRIVAEFGENTVELTA.... 109
consensus ** ****** **!* !** ***** *

X non conserved

X similar

X ≥ 50% conserved


