
logo

M
V
F
M
L
N
I
L
F
L
M

I
S
V

H
L
N

V
I
M
I
T
A
S
P
A
L
V

F
I
V
SGLCALVVI LALFVFADSYHWLDRSDRTRNNTKKGDK

T10028 NC 004671:55498-55569 ....MSLVIAPLFVGLVILLVDHWLDD........ 23
T10024 WP 001801861.1 NC 009641:1889647-1889742 VMLIFVHIIAPVISGCAIAFFSYWLSRRNTK.... 31
T10149 - NC 009641:c2560549-2560442 MFNLLINIMTSAISGCLVAFFAHWLRTRNNKKGDK 35
consensus * *** *******!****** *!! ** *

X non conserved

X similar

X ≥ 50% conserved


