logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

1229 CJJ81176 RS06455 WP 002869328.1
1309 DR RS02825 WP 034349477.1

1088 NMV RS07470 WP 173277181.1

1140 NGFG RS02440 WP 025455870.1
1136 NGFG RS02420 WP 003687912.1
1415 SGL RS07945 WP 010872381.1

1292 VP RS12235 WP 005479693.1

1119 NGFG RS11465 WP 017147169.1
1109 0K783 RS10670 WP 157147416.1
1424 RS RS02795 WP 011000517.1

1400 DSB67 RS12660 WP 010643261.1
999813 ABFU18 RS08315 WP 259739915.1
1184 GTF74 RS02335 WP 000649326.1
1167 A1552VC RS11065 WP 000649326.1
1160 ABDM36 RS02330 WP 000649326.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

1229 CJJ81176 RS06455 WP 002869328.1
1309 DR RS02825 WP 034349477.1

1088 NMV RS07470 WP 173277181.1

1140 NGFG RS02440 WP 025455870.1
1136 NGFG RS02420 WP 003687912.1
1415 SGL RS07945 WP 010872381.1

1292 VP RS12235 WP 005479693.1

1119 NGFG RS11465 WP 017147169.1
1109 0K783 RS10670 WP 157147416.1
1424 RS RS02795 WP 011000517.1

1400 DSB67 RS12660 WP 010643261.1
999813 ABFU18 RS08315 WP 259739915.1
1184 GTF74 RS02335 WP 000649326.1
1167 A1552VC RS11065 WP 000649326.1
1160 ABDM36 RS02330 WP 000649326.1

consensus

oSO LEL IV Yt sttt s

k! = e

AN <<

................. KT INDI.....SIYTLKN
.............. NVQINNWNNGEFTLIELMIV AT GILAA lIPNLLGARA NDBATQSY e
................ VI AIPHNY S YOQSQLYTEMVEENNISKQ.....FILKN
................ VIIAIPHY YQEQLYTEMVE@SNNVLKQ.....FILKN
............. IV AII I ANNIA PNMSG IASRR ASHAEQ N LRFSRGEAVRLNLPVY
MASNFKFKLLSQLSKKRA VV.I AW VIVIRINLLGQVGEARESEAKST, NRAQ..... QGYFTEK
.......... G LAARATIPEYQRIYLAY SE SGLAT ITPA.....ELHYQEN
.............. GILAA A PEYYQYwN EAILLAE QKSAV.....TEYYLNH
.............. GILAA A PEYYQDYjeX Q EATLLAEGQKSAV.....TEYYLNH
....... GILAATATIPEYYQYYiRY EGLSLAAQAKALV.....SENAANA
.......... MKTNKQKKQ@GFTLIELMIVVAI GILAA AIPAYQDYTK T AEFPKIASSTKLAV.....ELCAHEH
.......... MQTGPQSPAIYE TWEELEIV A e e e e e e e e e e e e e e e e e e e e e e e e e e e e e
.......... G LAAIAIPQ GVGLAN K.........TNIEDY
.......... G LAATATP[NY Q VK GVGLAN K.........TNIEDY
.......... G LAATAIPNY Q GVGLAN K.........TNIEDY
*kok x| (IS * % kkk |l okx ok * ko
Mmnss . olzbbe | BT khREBe ke o BRI o e Y e S B appaly

DHLNSIKTMSNVSGIENI.DLSNFNGTKEVNFRV DDK..KCLKLVFINKVDFILMGISSNEASKNAN............
.EVARGA. .. .D[RLPAAGNCDSTA.NLETNAVEMTPGAITAAGAYSLDGTGSKF...AVTATSVINKTFCFDGAKMGE.

............... PLD..DNQTIKSKLERFVS YKMNPKIAEKYNV........SVHFVNKEKPR.AYSLVGVP....
............... PQD. .DNDILKSKLEIFVSEYKMNPKIAKKYSV........SVRFVDAEKPR.AYRLVGVP. ...
ICPVQVKK....DEAPNN..RCDFSKKGRHMLAF DK...NGNKAYDNDTVDVFLRSVVLNDTDDSRENYAFNHIAFGS.
............. @TFAT..DTET....LEVPAP........DGNFF.....................3FAVNTADNT..
............................. EIAAANTLA.QLGVDVAAN...DL...GAIDSALAGGSPTLTFTFDADSS.
............. EKWPE..NNT..S..AEVASPPTDI....KGKYVK........E...VEVKNGVMTATML. ..SSGV
............. EIWPK..DNT..S..AEVASA.STI....KGKYVQ........K...VEVAKGVMTAQMA...STGV
QSDLSVGS ..... SVFTP..TKN..V..A............... NLT.......... TAGTGTVPGQETVTYTTAAGGGT
AAD....A..... [BAFKT..KCHQTA. .NEIPAAFTLN...... NLTV........ TPA.AGAASGABSITVNAANDKGP
IAT... . E..... @SFPA. . TTAGTA. .AFTRLETVE .DMGDGKIVI........ APTASGALGGTEMKYTF....DAGV
IAT... . E..... @SFPA. . TTAGTA. .AFTRLETVE .DMGDGKIVI........ APTASGALGGTHMKYTF....DAGV
IAT....E..... ESFPA. .TTAGTA. .A FTRL TVE.DMGDGKIVI ........ APTASGALGGTEKYTF....DAGV

* *

123
123
109
109
137
105
108
104
103
112
117

115
115
115



logo

NTDB id 1229 CJJ81176 RS06455 WP 002869328.1
NTDB id 1309 DR RS02825 WP 034349477.1

NTDB id 1088 NMV RS07470 WP 173277181.1

NTDB id 1140 NGFG RS02440 WP 025455870.1
NTDB id 1136 NGFG RS02420 WP 003687912.1
NTDB id 1415 SGL RS07945 WP 010872381.1

NTDB id 1292 VP RS12235 WP 005479693.1

NTDB id 1119 NGFG RS11465 WP 017147169.1
NTDB id 1109 OK783 RS10670 WP 157147416.1
NTDB id 1424 RS RS02795 WP 011000517.1

NTDB id 1400 DSB67 RS12660 WP 010643261.1
NTDB id 999813 ABFU18 RS08315 WP 259739915.1
NTDB id 1184 GTF74 RS02335 WP 000649326.1
NTDB id 1167 A1552VC RS11065 WP 000649326.1
NTDB id 1160 ABDM36 RS02330 WP 000649326.1
consensus

logo

NTDB id 1229 CJJ81176 RS06455 WP 002869328.1
NTDB id 1309 DR RS02825 WP 034349477.1

NTDB id 1088 NMV RS07470 WP 173277181.1

NTDB id 1140 NGFG RS02440 WP 025455870.1
NTDB id 1136 NGFG RS02420 WP 003687912.1
NTDB id 1415 SGL RS07945 WP 010872381.1

NTDB id 1292 VP RS12235 WP 005479693.1

NTDB id 1119 NGFG RS11465 WP 017147169.1
NTDB id 1109 OK783 RS10670 WP 157147416.1
NTDB id 1424 RS RS02795 WP 011000517.1

NTDB id 1400 DSB67 RS12660 WP 010643261.1
NTDB id 999813 ABFU18 RS08315 WP 259739915.1
NTDB id 1184 GTF74 RS02335 WP 000649326.1
NTDB id 1167 A1552VC RS11065 WP 000649326.1
NTDB id 1160 ABDM36 RS02330 WP 000649326.1
consensus

Koo

¥%S§kléyﬁk§5YVQA5D )béllkYﬁ3;$'IIéﬁquvv-n s on BB P Rraede LEIRSREEXA
............ INAANQSHEDLEN...........................................VNFTSSSSNKAC
..... I N ¢ 7. N ¢ 3\ C
. .KTGTGYTLSVWMNS...... VGDGMKIBMRDAASAR . . . . ottt e e e e e e e e AHLETLSSDVG[Y
. .NAGTGYTLSVWMNS...... VGDGMKRDATSAQ . . . ¢ vt it e e e e e e e e e e e e e VYLETLSANTG[Y
.SQP..TADRVVWTFNQ....NGTFGMLPDQNLKDNSKFVYSDGYIQIVLTDARAVSDADKKFRSAVVLINSSGRVEV([#
...EATQDATALNWEADGTRSMSEBGTFMDSGTR . . . . . . i it e e e e et et e e et e e AF....STVV[#
..... IDGGILT...FTR....D@ATG SCLPTAPAI...............AV...................DGCS

N..NEIKGKKLSLWGRRE. .. . NGSVKMFO®GQPVTRA. ... ........... DDDTVAD..... AKDGKEIDTKHLPSTC

N..KEIQDKKLSLWAKRQ. .. .DESVKMF@®GQPVTRT............... GDNDDTV. .... ADANNAIDTKHLPST(®

LALVPTAAGTALPVSSAP. .. . SEPIMMTEYAQNKAQ. ... ... ... ..... AASSVA...... PSGTMSLAAKYAPAE[®

IKQN....EKYILTATYA....SNGVTE@SSECKDATN............... A...VQ...... T........ SYCP. ..

VSSS ..KIQL...ARD..... NGLWTE®STT.VTS............... E...IA...... P........ KGCTAGA

VSSS ..KIQL...ARD..... NGLWT®STT.VTS............... E...IA...... P........ KGCTAGA

VSSS .KIQL...ARD..... NGLWTE®STT.VTS. . ............. E...IA...... P........ KGCTAGA

*

P REIIS vttt e

VILSKNENFKNLASKTYLL IGGM 171

TFSTSTGTGTGTGTGTGTGTGTGTGSN... 158

EAFSNRKK. .. ... .. i 157

EAFSNRKK. ... ... i i i 157

RKNDTRAVCKH. . ... ... ... . ..., 220

RAEAGSEDTPPTPG GANDCGGAEVIK 168

.............................. 139

RDKASDAK . . . . oo e et e i e e 166

RDESSAT . . . oo e e e e e e e 164

R e 168

.............................. 154

.............................. 34

TIN. . e e e e e e e 153

TIN. . e e e e e e 153

TIN. o e e e e e 153

X non conserved
B similar
B >50% conserved

148
131
149
149
209
142
139
158
157
167
154

150
150
150



