logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id

1169 A1552VC RS11075 WP 000648511.1
1402 DSB67 RS12670 WP 010643257.1
1112 NGFG RS09215 WP 003689811.1
1113 AAA85695.1 219..1451( )

999751 ABFT88 RS05250 WP 225042505.1
1252 GCO85 RSO7730 WP 011213805.1
1198 PSJM300 03950 AFN76868.1

1016 ACIAD RS01680 WP 004920476.1
1059 ABD1 RS01610 WP 000279215.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id

1169 A1552VC RS11075 WP 000648511.1
1402 DSB67 RS12670 WP 010643257.1
1112 NGFG RS09215 WP 003689811.1
1113 AAA85695.1 219..1451( )

999751 ABFT88 RS05250 WP 225042505.1
1252 GCO85 RSO7730 WP 011213805.1
1198 PSJM300 03950 AFN76868.1

1016 ACIAD RS01680 WP 004920476.1
1059 ABD1 RS01610 WP 000279215.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id

1169 A1552VC RS11075 WP 000648511.1
1402 DSB67 RS12670 WP 010643257.1
1112 NGFG RS09215 WP 003689811.1
1113 AAA85695.1 219..1451( )

999751 ABFT88 RS05250 WP 225042505.1
1252 GCO85 RSO7730 WP 011213805.1
1198 PSJM300 03950 AFN76868.1

1016 ACIAD RS01680 WP 004920476.1
1059 ABD1 RS01610 WP 000279215.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id

1169 A1552VC RS11075 WP 000648511.1
1402 DSB67 RS12670 WP 010643257.1
1112 NGFG RS09215 WP 003689811.1
1113 AAA85695.1 219..1451( )

999751 ABFT88 RS05250 WP 225042505.1
1252 GCO85 RSO7730 WP 011213805.1
1198 PSJM300 03950 AFN76868.1

1016 ACIAD RS01680 WP 004920476.1
1059 ABD1 RS01610 WP 000279215.1

consensus

JAKNG .ES&A6¥§A:525§Y¢¥E E‘BB\;S KLYS i;EiVS EgEAEéﬁ \. é@Hwﬁ'E\E{/E 6 KS '&S}‘KEKVKQED

......... BXATQTLPEXNEREX NSNI
G

y |

.......... MKTI P QEX NMR MK [N S S[EK)Y . T S[¢/N| LAM Q

.MAKNGGFS INKKEKRJZT RHSASDJALMN{GWSINFREEE/MNGKKIRAAR{ERIRPLQETRYV . . . . .

.MAKNGGFS MKKEKRJ3I RHSASDISLMNEASINFREEELNKKIBAJSR[ERIRPLOWTRYV . . . . .
MTAARSTLNKQNSGISAQQFFV TDER[ETIS. ﬁ FGA . AGIQQNIP K|b)
.......... MDKNIPP.LTFH NEACQIS. FDR . KNQQMYQ Alb)
.......... MAQKE\IKNSVIRT DRQEA)S. . . AG)Qi @K P My
......... AAKKTQVMPVIZA DRK[E TS . FEGLLK|QQWKP L))
......... AVKKAQMMP T)gA D KGVK. LEGLFK QT L)y

* * * 1%

TFRLAT MAEEWAEN#N@ ;<YE,4AVE shighuRe LY Ve sl

IRTRQLATM

IT FTRQL TM KAG PL QAFEIVA
IT FTRQL TM [JAG PL QAFEIVA
I§F RQ ATM K GVP VEABEI EGHUNPEM [

IT F RQLATM [@ G PLVQAF ' IVARGRENESA?
I\ FTRQ ATM KAGVPL Q F I EGI3INPNM I§
Iy FTRQLATM

IT FTRQLATM
| % % [ | Ik |k * * * % %k k %k * * | kok ok * %k % * 1 skokok Lok L1 % 1%

L I i G NS

ABYKEK B ISK KE§SALNY PRSIV ANMGAELPEETQT

ARYKEK I\ ISK KE§ALENYPUSIV ANMEF:NARFNL NN T\Y
A YKENMIERLK[EKT KAL|JYPLWIV

A YKEKHMEN KISNKIKKALNYPpgiv IEFGA LPAFT

A YKEK ERLKEKIKKA NYPpgav IWIFGAELPAFT|R V [&B

AMYKEK EMLK[KIKKA [4YPIW§V
* %k sk Pk sl xx Ixkkxlx 11 sk D% * %k k Pl 1 % I B B e B e | * %k * % k

bGPt R, L onvofes e TLATIF ANV s s TACAT e
SKAHIA FSRTLAT F AG P

RTIATIMFAAGVPLVDUWLDSTAGAIGN

RTHAT!FAAGVPLVDMLDSTAGAMGN

A
A
I RTTAWTFKAGVPLV AL[SRIAGATGNY YE

[SIIF Y ARNEEIL EfgA Q Tl RTL MTFAAG PLV ALJSSNHAGATGN
ANIBIK Q AHTIHSI ERRIN W F):AR RTL TTFAAGVPLVDALMS\AGATGN
G
A G
sokokokkkokokokokkkk ok k| okokk skokokokok | okok | kx| * % | S EENER * 1 kok [

149
148
151
151
158
148
147
150
150

229
228
231
231
238
228
227
230
230

309
308
311
311
318
308
307
310
310



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id

1169 A1552VC RS11075 WP 000648511.1
1402 DSB67 RS12670 WP 010643257.1
1112 NGFG RS09215 WP 003689811.1
1113 AAA85695.1 219..1451( )

999751 ABFT88 RS05250 WP 225042505.1
1252 GCO85 RSO7730 WP 011213805.1
1198 PSJM300 03950 AFN76868.1

1016 ACIAD RS01680 WP 004920476.1
1059 ABD1 RS01610 WP 000279215.1

consensus

<0

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id

1169 A1552VC RS11075 WP 000648511.1
1402 DSB67 RS12670 WP 010643257.1
1112 NGFG RS09215 WP 003689811.1
1113 AAA85695.1 219..1451( )

999751 ABFT88 RS05250 WP 225042505.1
1252 GCO85 RSO7730 WP 011213805.1
1198 PSJM300 03950 AFN76868.1

1016 ACIAD RS01680 WP 004920476.1
1059 ABD1 RS01610 WP 000279215.1

consensus

LR

GGLV AMYLPIF LEISV

AMYLP F LGWVV
AMYLP F LGNVV
MYLPIFJQLG VV
AMYLPIF
AMYLPIF
AMYLPIF
AMYLPIF

X non conserved
B similar
>50% conserved

KIRSSAN, . -

408
407
410
410
417
406
405
408
408

QM IGEESG LD MLNK

QMIAIGEE GALDIWMLIFKVAIX E@NEV NAVD LSH
QMVAIGEESGAL | YEIMEV NAVD LSH
QMIEAIGEESGALD MLEJKVAM YEMWEVDNEVD L [
QMVAIGEESGALD MLMKVAW YESEVDEAVD L [

QMVAIGEESGALDEMLIMKVAWN YENEVDNAVD L [
NN IREL IEEETIECIE

QMi IGEESG LD MLNK

8 LoD, 5

|XEL il

389
388
391
391
398
388
387
390
390



