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NTDB id 1109 OK783 RS10670 WP 157147416.1 .......MNTLQKGFTLIELMIVIAIVGILAAVALPAYQDYTARAQVSEAILLAEGQKSAVTEYYLNHGIWPKDNTSAGV 73
NTDB id 1119 NGFG RS11465 WP 017147169.1 .......MNTLQKGFTLIELMIVIAIVGILAAVALPAYQDYTARAQVSEAILLAEGQKSAVTEYYLNHGKWPENNTSAGV 73
NTDB id 1197 PSJM300 03940 AFN76866.1 ......MKAQMQKGFTLIELMIVVAIIGILAAIALPAYQDYTVRSNAAAALAEITPGKIGFE.QAINEGKTPSLTSTDEG 73
NTDB id 1191 AAC28468.1 484..945( ) ......MLKKVQKGFTLIELMIVIAIIGILAAIALPAYQDYTARAQATEGFKATAGLQTDLGAWRADRGSFPNAAALVAG 74
NTDB id 999745 ABFU47 RS16655 WP 323475832.1 ........MRRNFGFTLIELMIVVAIIAITASIALPAYQDYVIRARVAEAVVLLSGAKALVTENINNENLLA.......G 65
NTDB id 1424 RS RS02795 WP 011000517.1 MKSMRHLNKRVQKGFTLIELMIVVAIVGILAAIAIPAYQDYTVRARVTEGLSLAAQAKALVSENAANAQSDLSV...... 74
NTDB id 1002 ACIAD RS15100 WP 004923779.1 ........MNAQKGFTLIELMIVIAIIGILAAIAIPAYTDYTVRARVSEGLTAASSMKTTVSENILNAGALVAGTPSTAG 72
NTDB id 1274 LPP RS09530 WP 011214168.1 .........MRQKGFTLIELMIVVAIIGILAAIAIPAYQDYTIRARVTEGLTLADSAKLAVSETAITNNALPATQAATGY 71
NTDB id 1258 GCO85 RS09745 WP 014844212.1 .........MRQKGFTLIELMIVVAIIGILAAIAIPAYQDYTIRARVTEGLTLADSAKLAVSETAITNNALPATQAATGY 71
consensus ***!!!!!!!!!!*!!**!*!**!*!!!*!!**!******* ** ** **** ** * * *
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NTDB id 1109 OK783 RS10670 WP 157147416.1 A.............SA.ST..IKGKYVQKVEVAKGVVTAQMASTGVNKEIQDKKLSLWA..........KRQDGSVKWFC 127
NTDB id 1119 NGFG RS11465 WP 017147169.1 A.............SPPTD..IKGKYVKEVEVKNGVVTATMLSSGVNNEIKGKKLSLWG..........RRENGSVKWFC 128
NTDB id 1197 PSJM300 03940 AFN76866.1 YI.........GITDSTSYCDV.....DLDTAADGHIECTAKG.GNAGKFDGKTITLNRT.............ADGEWSC 125
NTDB id 1191 AAC28468.1 484..945( ) NVIFDSANGLDGKYFAPGGVT........VTPDTGAINIAF....DAGANAGKTMTITPTVIA.......ASGQISTWTC 135
NTDB id 999745 ABFU47 RS16655 WP 323475832.1 S....ACNGVSGA..APATANVSNFTCSG....NGVLTVQ.....TTAKAGAVTITLLPTY.........VQEEPVRWRC 121
NTDB id 1424 RS RS02795 WP 011000517.1 ........GSSVF...TPTKNVANLTIAGTGTVPGQITVTY....T.TAAGGGTLALVPTAAGTALPVSSAPSGPIMWTC 138
NTDB id 1002 ACIAD RS15100 WP 004923779.1 S....SCVGVQEISASNATTNVATA..TCGASSAGQIIVTM....DTTKAKGANITLTPT..........YASGAVTWKC 132
NTDB id 1274 LPP RS09530 WP 011214168.1 V.............SPAATPNVASI..AIGA..NGVITITY.....TAAAGGGTIVMTPTL.........QANGDVTWTC 120
NTDB id 1258 GCO85 RS09745 WP 014844212.1 V.............SPAATPNVQSI..AIGA..NGVITITY.....TAAAGGGTIIMTPTL.........QANGDVTWTC 120
consensus ** ** !***** * *** **** ** * * !*!
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NTDB id 1109 OK783 RS10670 WP 157147416.1 GQPVTRTGDNDDTVADANNAIDTKHLPSTCRDESSAT. 164
NTDB id 1119 NGFG RS11465 WP 017147169.1 GQPVTRADDDTVADAKDGKEIDTKHLPSTCRDKASDAK 166
NTDB id 1197 PSJM300 03940 AFN76866.1 AST.................LDAKYKPGKCS....... 139
NTDB id 1191 AAC28468.1 484..945( ) APGAAN.............GIETRRLPTSCQ*...... 153
NTDB id 999745 ABFU47 RS16655 WP 323475832.1 VRTG................GAIKHVPPECRN...... 137
NTDB id 1424 RS RS02795 WP 011000517.1 YAQNKAQAAS.SVAPSGTMSLAAKYAPAECR....... 168
NTDB id 1002 ACIAD RS15100 WP 004923779.1 TTT................S.DKKYVPSECRG...... 147
NTDB id 1274 LPP RS09530 WP 011214168.1 TGG................TLLAKYRPASCRP...... 136
NTDB id 1258 GCO85 RS09745 WP 014844212.1 TGG................TLLAKYRPASCRP...... 136
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