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NTDB id 999676 AAID08 RS24815 WP 144655718.1 .............................................MTP...NAAAPAV.........APPPVAPAPVVAS 23
NTDB id 1118 NGFG RS11455 WP 003696286.1 MFSFFRRKKKQETPALEEAQVQETAAKVESEVAQIVGNIKEDVESLAESVKGRAESAVETVSGAVEQVKETVAEMPSEAG 80
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NTDB id 999676 AAID08 RS24815 WP 144655718.1 PPA..VTP.PAPVAAAPAAIAPAPAAPEPEAAPKKASWLSRLKQGLSRT....GQSIGGIFVGVKVDENLFEELESALIM 96
NTDB id 1118 NGFG RS11455 WP 003696286.1 EAAERVESAKEAVAETVGEAVGQVQEAVATTEEHKLGWAARLKQGLAKSRDKMAKSLAGVFGGGQIGEDLYEELETVLIT 160
consensus **!**! *** *!! ** * * * * **! ! !!!!!! ******* !**!*! ! * ! !*!!!!* !!

logo

A
GDAMGLMEATEKYLLMKTADLVRAGRVKSKLEKGR I

L
E
KDGPANEKLVKRAGALKREQALLAYDHL ILKRPLEKRAPFLDVLKPERTAKEQPFLVI

VMI
LAGI

VNGAGKTTS IGKLAHKTY
NTDB id 999676 AAID08 RS24815 WP 144655718.1 ADAGLEATEKLLTALRARVKKERIEDPAKVKAALRQLLADHLRPLERAFDLK.RAQPLVVMIAGVNGAGKTTSIGKLAHT 175
NTDB id 1118 NGFG RS11455 WP 003696286.1 GDMGMEATEYLMKDVRGRVSLKGLKDGNELRGALKEALYDLIKPLEKPLVLPETKEPFVIMLAGINGAGKTTSIGKLAKY 240
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NTDB id 999676 AAID08 RS24815 WP 144655718.1 FQRQGASVLLAAGDTFRAAAREQLIEWGSRNNVTVISQDGGDPAAVAFDSVNAGRARGMGVVMVDTAGRLPTQLHLMEEL 255
NTDB id 1118 NGFG RS11455 WP 003696286.1 FQAQGKSVLLAAGDTFRAAAREQLQAWGGRNNVTVISQTTGDSAAVCFDAVQAAKARGIDIVLADTAGRLPTQLHLMEEI 320
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NTDB id 999676 AAID08 RS24815 WP 144655718.1 KKIRRVIAKADPAAPHEVLLVVDGNTGQNALAQIRAFDAAINLTGLVVTKLDGTAKGGTLAAVAAGSQGVRPIPVYWIGV 335
NTDB id 1118 NGFG RS11455 WP 003696286.1 KKVKRVLQKAIPGAPHEIIVVLDANIGQNAVNQVKAFDDALGLTGLIVTKLDGTAKGGILAALA....SDRPVPVRYIGV 396
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logo GEGS ILDEDLQRPFDVADRAEFAVDGALLADD
NTDB id 999676 AAID08 RS24815 WP 144655718.1 GESLEDLQPFVADEFAGALLAD 357
NTDB id 1118 NGFG RS11455 WP 003696286.1 GEGIDDLRPFDARAFVDALLD. 417
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