logo

NTDB id 146 SP RS08570 WP 000614538.1

NTDB id 216 SPD RS08205 WP 000614552.1

NTDB id 182 SPR RS07820 WP 000614552.1

NTDB id 257 KZH43 RS07655 WP 220041236.1
NTDB id 467 HSISS4 RS06915 WP 021143821.1
NTDB id 999271 ABD409 RS07210 WP 012560855.1
NTDB id 384 SMU RS02325 WP 002263039.1
consensus

logo

NTDB id 146 SP RS08570 WP 000614538.1

NTDB id 216 SPD RS08205 WP 000614552.1

NTDB id 182 SPR RS07820 WP 000614552.1

NTDB id 257 KZH43 RS07655 WP 220041236.1
NTDB id 467 HSISS4 RS06915 WP 021143821.1
NTDB id 999271 ABD409 RS07210 WP 012560855.1
NTDB id 384 SMU RS02325 WP 002263039.1
consensus

logo

NTDB id 146 SP RS08570 WP 000614538.1

NTDB id 216 SPD RS08205 WP 000614552.1

NTDB id 182 SPR RS07820 WP 000614552.1

NTDB id 257 KZH43 RS07655 WP 220041236.1
NTDB id 467 HSISS4 RS06915 WP 021143821.1
NTDB id 999271 ABD409 RS07210 WP 012560855.1
NTDB id 384 SMU RS02325 WP 002263039.1
consensus

logo

NTDB id 146 SP RS08570 WP 000614538.1

NTDB id 216 SPD RS08205 WP 000614552.1

NTDB id 182 SPR RS07820 WP 000614552.1

NTDB id 257 KZH43 RS07655 WP 220041236.1
NTDB id 467 HSISS4 RS06915 WP 021143821.1
NTDB id 999271 ABD409 RS07210 WP 012560855.1
NTDB id 384 SMU RS02325 WP 002263039.1
consensus

IR

A

1

1 A

LA DTN AR e

1

MIQIGKIFAGRYRIVKQIGRGGMADVYLAKDLILDGEEVAVKVLRTNYQTDPIAVARFQREARAMADLDHPHIVRITDIG
MIQIGKIFAGRYRIVKQIGRGGMADVYLAKDLILDGEEVAVKVLRTNYQTDPIAVARFQREARAMADLDHPHIVRITDIG
MIQIGKIFAGRYRIVKQIGRGGMADVYLAKDLILDGEEVAVKVLRTNYQTDPIAVARFQREARAMADLDHPHIVRITDIG
MIQIGKIFAGRYRIVKQIGRGGMADVYLAKDLILDGEEVAVKVLRTNYQTDPIAVARFQREARAMADLDHPHIVRITDIG

)0 ) LML T

EEDGQQYLAMEYVAGLDLKRYIKEHYPLSNEEAVRIMGQILLAMRLAHTRGIVHRDLKPQNILLTPDGTAKVTDFGIAVA
EEDGQQYLAMEYVAGLDLKRYIKEHYPLSNEEAVRIMGQILLAMRLAHTRGIVHRDLKPQNILLTPDGTAKVTDFGIAVA
EEDGQQYLAMEYVAGLDLKRYIKEHYPLSNEEAVRIMGQILLAMRLAHTRGIVHRDLKPQNILLTPDGTAKVTDFGIAVA
EEDGQQYLAMEYVAGLDLKRYBKEHYPLSNEEAVRIMGQILLAMRLAHTRGIVHRDLKPQNILLTPDGTAKVTDFGIAVA
EEDGQQ LMEYVDGEDLK YIW HRAPLSN

EEDGQQ L{MEYVMGIDLKRY I[P L SNYENVR I M3

5SRO o AT

FAETSLTQTNSMLGSVHYLSPEQARGSKATVQSDIYAMGIIFYEMLTGHIPYDGDSAVTIALQHFQKPLPSVIAENI4SVP
FAETSLTQTNSMLGSVHYLSPEQARGSKATVQSDIYAMGIIFYEMLTGHIPYDGDSAVTIALQHFQWPLPSVIAENSSVP

FAETSLTQTNSMLGSVHYLSPEQARGSKATVQSDIYAMGIIFYEMLTGHIPYDGDSAVTIALQHFQRNPLPSVIAENESVP
FAETSLTQTNSMLGSVHYLSPEQARGSKATVQSDIYAMGIIFYEMLTGHIPYDGDSAVTIALQHFQRPLPSVIAENESVP

FAETSLTQTNSMLGSVHYLSPEQARGSKAT (QSDIYAMGI |® EMLTGHIPYDGDSAVTIALQHFQKPLPS AENE&JVP
FAETSLTQTNSMLGSVHYLSPEQARGSKAT QSDIYAMGI | EMLTGHIPYDGDSAVTIALQHFQKPLPS IEENENVP
FAETSLTQTNSMLGSVHYLSPEQARGSKATVQSDIYAMGI |® EMLTGHIPYDGDSAVTIALQHFQKPLPS TAEN|QYVP

T k11

CALE A st )5 s ORRAEahL oI s tvonens

QALENVIIKATAKKLTNRYRSVSEMYVDLSSSLSYNRRNESKLIFDETSKADTKTLPKVSQSTLTSIPKVQAQTEHNEEK
QALENVITIKATAKKLTNRYRSVSEMYVDLSSSLSYNRRNESKLIFDETSKADTKTLPKVSQSTLTSIPKVQAQTEH K
K
K

QALENVIIKATAKKLTNRYRSVSEMYVDLSSSLSYNRRNESKLIFDETSKADTKTLPKVSQSTLTSIPKVQAQTEH .
QALENVITKATAKKLTNRYRSVSEMYVDLSSSLSYNRRNESKLIFDETSKADTKTLPKVSQSTLTSIPKVQAQTEH |-
QALENV I ATAKKLENRYNSTLEMSRDLV SLHEH RJ3 . DANGRRNAQUDPVPSARMBEINKAVAARPSEP .
QALENV I ATAKKL RY[Y ..

QALENV IKATAK LT RY SpNNEMINaDLIY SLZNREBRIERKL F§ AH..DTKPLPK EMBMAANSBAAQSLKNKTS.NQ
[ B R B I I I B B A B B B e B B e B kokkk |okok | oskokokok [ | * ok ok ok ok |k ok ok *

160
160
160
160
160
160
160

240
240
240
240
240
240
240

317
317
317
317
317
318
317



logo

NTDB id 146 SP RS08570 WP 000614538.1

NTDB id 216 SPD RS08205 WP 000614552.1

NTDB id 182 SPR RS07820 WP 000614552.1

NTDB id 257 KZH43 RS07655 WP 220041236.1
NTDB id 467 HSISS4 RS06915 WP 021143821.1
NTDB id 999271 ABD409 RS07210 WP 012560855.1
NTDB id 384 SMU RS02325 WP 002263039.1
consensus

logo

NTDB id 146 SP RS08570 WP 000614538.1

NTDB id 216 SPD RS08205 WP 000614552.1

NTDB id 182 SPR RS07820 WP 000614552.1

NTDB id 257 KZH43 RS07655 WP 220041236.1
NTDB id 467 HSISS4 RS06915 WP 021143821.1
NTDB id 999271 ABD409 RS07210 WP 012560855.1
NTDB id 384 SMU RS02325 WP 002263039.1
consensus

logo

NTDB id 146 SP RS08570 WP 000614538.1

NTDB id 216 SPD RS08205 WP 000614552.1

NTDB id 182 SPR RS07820 WP 000614552.1

NTDB id 257 KZH43 RS07655 WP 220041236.1
NTDB id 467 HSISS4 RS06915 WP 021143821.1
NTDB id 999271 ABD409 RS07210 WP 012560855.1
NTDB id 384 SMU RS02325 WP 002263039.1
consensus

logo

NTDB id 146 SP RS08570 WP 000614538.1

NTDB id 216 SPD RS08205 WP 000614552.1

NTDB id 182 SPR RS07820 WP 000614552.1

NTDB id 257 KZH43 RS07655 WP 220041236.1
NTDB id 467 HSISS4 RS06915 WP 021143821.1
NTDB id 999271 ABD409 RS07210 WP 012560855.1
NTDB id 384 SMU RS02325 WP 002263039.1
consensus

prsanrge QWb Rebdabes VoY AL igtuabe ol B pYaelan e

SIKNPSQAVTEETYQPQAPKKHRFKMRYLILLASLVLV.AASLIWILSRTPATIAIPDVAGQTVAEAKATLKKANFEIGE
SIKNPSQAVTEETYQPQAPKKHRFKMRYLILLASLVLVAASLIWILSRTPATIAIPDVAGQTVAEAKATLKKANFEIGE|
SIKNPSQAVTEETYQPQAPKKHRFKMRYLILLASLVLVEMAASLIWILSRTPATIAIPDVAGQTVAEAKATLKKANFEIGE|
SIKNPSQAVTEETYQPQAPKKHRFKMRYLILLASLVLVEMAASLIWILSRTPATIAIPDVAGQTVAEAKATLKKANFEIGE

. TPAJIFSIKQPRKKJYT P AKK K@i NFFSTLLK FLGLVE GIIIFA
RL Q QTDALQPPTKKKLGTLFK LS VIGVINLEFT
KPKTKPRIZK PKICERDL AREF KEFF IR ARG IAVAT
* % %k k %k % % 5k 3k %k k %k k k% | %k |k sk 5k %k %k ok ok k sk k *x ok kokkkkkokok Dskskskoksk Uk |k | skskskskxk | %k sk sk k k ok ok | ok

e T T TSl e o e

UK §v @G I TDPEAGTHRKEG FI NF GySEBQED) DRS|
i[85 WVAECGE RTDPIYAGT (e8 S TIR Y\ TN K GEDMENNYKELD Y QE ABN S TET Y GIfEK S KIEQ8aR T VIRYT Y
MTEQD YK ARDNITNN Y GYSRESHVEKEV S

kokkkkkkk Poksk Dskkke Lo D1 kok ok | oskokorokosksk |k kk |oskskokok |k |oskokokok ok %k Isksk sk | oskoskoskosk |k o sk sk sk sk ok k k ok

e TVt 7ot eI o SE B HIGE S

BTQIVLTVAKKATTIQLGNYIGRNSTEVISELKQKKVPENL IK I EE | EES
BTQIVLTVAKKATTIQLGNYIGRNSTEVISELKQKKVPENL IK I EE s EES
.......... EES

.......... EES

.LDKAK

. . KMT PlLKNSTYEEA SITIHTAMG SSSRIKAY.ASDYS....SEIE
* %k sk L% % % % %k % % * 1k | >k >k 5k 5k 3k sk 5k >k >k >k 3k 3k 5k %k ok sk sk sk | skok sk sk sk sk sk sk k| ok sk ko * % %

GENE: Tl TIYQYSKBD&VWAKQL oIS Suermnkioe e e A

SESEPGTIMKQSPGAGTTYDVSKPTQIVLTVAKKVTSVAMPSYIGSSLEFTKNNLIQIVGIKEANIEVVEVTTAPAGSAE

S
SPEISSSL

* 1% kokkok Dok boskosk |oskokokokok |

396
396
396
396
396
398
396

475
475
475
475
476
478
475

544
544
544
544
553
556
546

624
624
624
624
610
618
603



logo

NTDB id 146 SP RS08570 WP 000614538.1

NTDB id 216 SPD RS08205 WP 000614552.1

NTDB id 182 SPR RS07820 WP 000614552.1

NTDB id 257 KZH43 RS07655 WP 220041236.1
NTDB id 467 HSISS4 RS06915 WP 021143821.1
NTDB id 999271 ABD409 RS07210 WP 012560855.1
NTDB id 384 SMU RS02325 WP 002263039.1
consensus

Rl ot e [

GMVVEQSPRAGEKVDLNKTRVKISIYKPKTTSATP,
GMVVEQSPRAGEKVDLNKTRVKISIYKPKTTSATP,
GMVVEQSPRAGEKVDLNKTRVKISIYKPKTTSATP
GMVVEQSPRAGEKVDLNKTRVKISIYKPKTTSATP)

X non conserved
B similar
>50% conserved

659
659
659
659
624
632
616



