
logo MHLKRNGKAVKSVFTLSTLTASCLLMAFNSTYAAVDCAPLEVWDSSKVYNGGDQVQHEGNNAYKARYWTQNNNPAQASGQWGEWENSLGAC
NTDB id 99898 AL538 RS25100 WP 061066403.1 MHLRNGKAVKSVFTLSTLTASCLMAFNTYAAVDCAPLEVWDSSKVYNGGDQVQHENNAYKARYWTQNNNPAQSGQWGEWENLGAC 85
NTDB id 1300 VP RS19160 WP 005479129.1 MHLKNGKAVKSVFTLSTLTASCLLAFNSYAAVDCAPLEVWDSSKVYNGGDQVQHEGNAYKARYWTQNNNPAQAGQWGEWESLGAC 85
consensus !!!*!!!!!!!!!!!!!!!!!!!*!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!! !!!!!!! !!!!

logo

D
G
D
GTGPVDPPQVNE I

VPTVTLTASPSASAS ITAGDEVVNLAADAAVDTDGTI SKVEFFVDGALVGQTASTASAPF ITASWTATEGAVHEFSTKASYD
NTDB id 99898 AL538 RS25100 WP 061066403.1 GDTGPVDPPVNEVPTVTLTSPSASASITAGDVVNLAADAVDTDGTISKVEFFVDGALVGTATAAPFTASWTATEGAHEFSTKAYD 170
NTDB id 1300 VP RS19160 WP 005479129.1 DGTGPVDPPQNEIPTVTLTAPSASASITAGEVVNLAADAADTDGTISKVEFFVDGALVGQSTSAPFIASWTATEGVHEFSTKSYD 170
consensus !!!!!!! !!*!!!!!! !!!!!!!!!!*!!!!!!!! !!!!!!!!!!!!!!!!!!! ! !!! !!!!!!!! !!!!!! !!

logo DAKGNAVSATASASVTLNTI
V
A
N
A
S
G
VQPGNEAPTVDVALSATS I ELGGSTVTLVTANAADADGSTI

VAKVDEFFYAVAGALAIGTATAAPYATLVDFVTPASKQAG
NTDB id 99898 AL538 RS25100 WP 061066403.1 DKNAVSAASAVTLNVNAGQPGNEAPTVDVALSATSIELGGSVTVTANAADADGTVAKVEFFAAGALIGTATAAPYAVDFTPAQAG 255
NTDB id 1300 VP RS19160 WP 005479129.1 DAGAVSTASSVTLTIASVQPGNEAPTVDVALSATSIELGGTVTLTANAADADGSIAKVDFYVAGALAGTATAAPYTLDVTPSKAG 255
consensus ! !!! !! !!! * !!!!!!!!!!!!!!!!!!!!!!*!!*!!!!!!!!!**!!!*!* !!!! !!!!!!!! *! !! !!

logo

A
S
L
V
A
SVYAKATDDNAGASTTDSAS ILAVSTLTVNGGAVATSNCRPDGLYQTATGLVDVPYCSTIYDEEGREKMGADHPRRVIGYFTSWRASGDDPQASAT

NTDB id 99898 AL538 RS25100 WP 061066403.1 SVSVYAKATDDAGATTDSSLVSLTVNGGAVTSNCRPDGLYQTAGLDVPYCTIYDEEGREKMGADHPRRVIGYFTSWRSGDDPQAA 340
NTDB id 1300 VP RS19160 WP 005479129.1 ALAVYAKATDNAGASTDSAIATLTVNGGAVASNCRPDGLYQTTGVDVPYCSIYDEEGREKMGADHPRRVIGYFTSWRAGDDPQST 340
consensus * !!!!!!! !!!*!!! * *!!!!!!!! !!!!!!!!!!! !*!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!

logo YLVKDIPWDEQLTHINYAFVS IGSDGKVNVGDVNDPNTNAPATGKTWPGVEVDPATLGFKGHFGALATYKQKHDVKTL I S IGGWAETGG
NTDB id 99898 AL538 RS25100 WP 061066403.1 YLVKDIPWDQLTHINYAFVSIGSDGKVNVGDVNDPTNPATGKTWPGVEVDPALGFKGHFGALATYKQKHDVKTLISIGGWAETGG 425
NTDB id 1300 VP RS19160 WP 005479129.1 YLVKDIPWEQLTHINYAFVSIGSDGKVNVGDVNDPNNAATGKTWPGVEVDPTLGFKGHFGALATYKQKHDVKTLISIGGWAETGG 425
consensus !!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!! !*!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo HFDGADNGDNRVADGGFYTMTTNADGS INHAGI EKFAATSAVEMMRKTYKFDGLDIDYEYPTSMAGAGNPYDKDFMEPRRPQYLWASYQEL
NTDB id 99898 AL538 RS25100 WP 061066403.1 HFGADGNRVADGGFYTMTTNADGSINHAGIEKFATSAVEMMRTYKFDGLDIDYEYPTSMAGAGNPYDKDFMEPRRPYLWASYQEL 510
NTDB id 1300 VP RS19160 WP 005479129.1 HFDANGDRVADGGFYTMTTNADGSINHAGIEKFAASAVEMMRKYKFDGLDIDYEYPTSMAGAGNPYDKDFMEPRRQYLWASYQEL 510
consensus !! ! ! !!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!

logo MKVLREKLDAASAQDGHTHYMLTIAAPSSGYLLRGMETFDVTKYLDYVNIMSYDLHGAWNDHVGHNAALFDTGKDSELAQWNVYGT
NTDB id 99898 AL538 RS25100 WP 061066403.1 MKVLREKLDAASAQDGHHYMLTIAAPSSGYLLRGMETFDVTKYLDYVNIMSYDLHGAWNDHVGHNAALFDTGKDSELAQWNVYGT 595
NTDB id 1300 VP RS19160 WP 005479129.1 MKVLREKLDAASAQDGTHYMLTIAAPSSGYLLRGMETFDVTKYLDYVNIMSYDLHGAWNDHVGHNAALFDTGKDSELAQWNVYGT 595
consensus !!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!



logo AAYGGIGYLNTDWAYHYFRGSMPAGR INIGVPYYTRGWQGVTGGDENGLWGRAALPNQASECAQPGTGEGEKNNCGHNGAI
LG IDNMWHD

NTDB id 99898 AL538 RS25100 WP 061066403.1 AAYGGIGYLNTDWAYHYFRGSMPAGRINIGVPYYTRGWQGVTGGENGLWGRAALPNQSECAPGTGEGEKNNCGHGALGIDNMWHD 680
NTDB id 1300 VP RS19160 WP 005479129.1 AAYGGIGYLNTDWAYHYFRGSMPAGRINIGVPYYTRGWQGVTGGDNGLWGRAALPNQAECQPGTGEGEKNNCGNGAIGIDNMWHD 680
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!! !! !!!!!!!!!!!!*!!*!!!!!!!!

logo

L
TDPKQGNREMGAGSNPMWHAKNLEKGIWGSYAQAYGLDPVNDPSDKQLVGTYTRNYDDSVAVAPWLWNAEKGSVFLSTEDKAS IVEVKADY

NTDB id 99898 AL538 RS25100 WP 061066403.1 TDPKGNEMGAGSNPMWHAKNLEKGIWGSYAQAYGLDPVNDPSDQLVGTYTRNYDDVAVAPWLWNAEKSVFLSTEDKASVEVKADY 765
NTDB id 1300 VP RS19160 WP 005479129.1 LDPQGREMGAGSNPMWHAKNLEKGIWGSYAQAYGLDPVNDPSDKLVGTYTRNYDSVAVAPWLWNAEKGVFLSTEDKASIEVKADY 765
consensus !! ! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!! !!!!!!!!!!!! !!!!!!!!!!*!!!!!!

logo VIDKE IGGIMFWELAGDYNCYVLDANGNRTATIDATEQACAAGNGEYHMGNTMTKAIYDKFKSATPYGNKI
VATGP I

TPTEAVDIATVS
NTDB id 99898 AL538 RS25100 WP 061066403.1 VIDKEIGGIMFWELAGDYNCYVLDANGNRTTIDATEQACAAGNGEYHMGNTMTKAIYDKFKSATPYGNKIATGPIPTEAVDIAVS 850
NTDB id 1300 VP RS19160 WP 005479129.1 VIDKEIGGIMFWELAGDYNCYVLDANGNRTAIDATEQACAAGNGEYHMGNTMTKAIYDKFKSATPYGNKVATGPTPTEAVDITVS 850
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!! !!!!!!! !!

logo VGGFKVGDQNYP INPKITFTNNTGQAIPGGTEFQFDIPVSAPDNAKDQSGGGLKSVIASGHTRANNIGGLDGVMHRVSFSLPAWKD
NTDB id 99898 AL538 RS25100 WP 061066403.1 VGGFKVGDQNYPINPKITFTNNTGQAIPGGTEFQFDIPVSAPDNAKDQSGGGLSVIASGHTRANNIGGLDGVMHRVSFSLPAWKD 935
NTDB id 1300 VP RS19160 WP 005479129.1 VGGFKVGDQNYPINPKITFTNNTGQAIPGGTEFQFDIPVSAPDNAKDQSGGGLKVIASGHTRANNIGGLDGVMHRVSFSLPAWKD 935
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo LPAGGTYELDMVYYLP I SGPANYSTVI SGGKEFAFKFEQPDLP IGDLNASGTGGGGGTTEPGSTCDTAGLVTYPDNLPQTDWAQGNPSHAN
NTDB id 99898 AL538 RS25100 WP 061066403.1 LPAGGTYELDMVYYLPISGPANYTVISGGKEFAFKFEQPDLPIGDLNSGTGGGGGTEPGTCDTAGLVTYPDLPQTDWQGNPSHAN 1020
NTDB id 1300 VP RS19160 WP 005479129.1 LPAGGTYELDMVYYLPISGPANYSVISGGKEFAFKFEQPDLPIGDLNAGTGGGGTTEPGSCDTAGLVTYPNLPQTDWAGNPSHAN 1020
consensus !!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!! !!!!!! !!!!*!!!!!!!!!! !!!!!! !!!!!!!

logo QGDKVIHNGVVYQANWWTASEPGSDGSWASTVCNI
NTDB id 99898 AL538 RS25100 WP 061066403.1 QGDKVIHNGVVYQANWWTASEPGSDGSWSTVCNI 1054
NTDB id 1300 VP RS19160 WP 005479129.1 QGDKVIHNGVVYQANWWTASEPGSDGSWATVCNI 1054
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!

X non conserved
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X ≥ 50% conserved


