
logo MFALKHLP I
LALSCVLAAQAHNASMNIQPDPQNPNGYVIARGDI

VQAMVEQSKTSDPMYAIWASQALETRPNSVVEAIVPGAAGTNPENVK
NTDB id 99891 AL538 RS13280 WP 009697680.1 MFALKHLPLALSCVLAAQAHASMNIQPDPQNPNGYVIARGDIQAVEQSKTSDPMYAIWAQALETRPNSVVEAIVPGAAGNPENVK 85
NTDB id 1299 VP RS02975 WP 005483021.1 MFALKHLPIALSCVLAAQANASMNIQPDPQNPNGYVIARGDVQAMEQSKTSDPMYAIWSQALETRPNSVVEAIVPGAATNPENVK 85
consensus !!!!!!!!*!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!*!!*!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!! !!!!!!

logo RVERVFPESEWDFLTQMAAPEYTYTRFLRAIGKFPAFCGEYTDGRDSDAICKKS IVTAFAHFAQETGGHIAS IVDNVSDNPLAGLEEW
NTDB id 99891 AL538 RS13280 WP 009697680.1 RVERVFPESEWDFLTQMAAPEYTYTRFLRAIGKFPAFCGEYTDGRDSDAICKKSIVTAFAHFAQETGGHIAVDNVSDNPLALEEW 170
NTDB id 1299 VP RS02975 WP 005483021.1 RVERVFPESEWDFLTQMAAPEYTYTRFLRAIGKFPAFCGEYTDGRDSDAICKKSIVTAFAHFAQETGGHISIDNVSDNPLGLEEW 170
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! *!!!!!!!!*!!!!

logo QQALVHVREMGWSEGQEGYTTGCGQNDWQNKRWPCEPGQGYFGRGAKQLSYHFNYGAFSEVMFDGDASVLLKNPGLVADSWLNLA
NTDB id 99891 AL538 RS13280 WP 009697680.1 QQALVHVREMGWSEGQEGYTTGCGQNDWQNKRWPCEPGQGYFGRGAKQLSYHFNYGAFSEVMFDGDASVLLKNPGLVADSWLNLA 255
NTDB id 1299 VP RS02975 WP 005483021.1 QQALVHVREMGWSEGQEGYTTGCGQNDWQNKRWPCEPGQGYFGRGAKQLSYHFNYGAFSEVMFDGDASVLLKNPGLVADSWLNLA 255
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo SAIWFFLTPQAPKPAMLHVIDRTWVPSQRE I
LDAGIGYGFGTTINVINGGI ECGEQNKDKGQPVNR IRYWEGLAAHYQIP I EADEKT

NTDB id 99891 AL538 RS13280 WP 009697680.1 SAIWFFLTPQAPKPAMLHVIDRTWVPSQREIDAGIGYGFGTTINVINGGIECGEQNKDKGQPVNRIRYWEGLAAHYQIPIEADET 340
NTDB id 1299 VP RS02975 WP 005483021.1 SAIWFFLTPQAPKPAMLHVIDRTWVPSQRELDAGIGYGFGTTINVINGGIECGEQNKDKGQPVNRIRYWEGLAAHYQIPIEADEK 340
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo NTCWQQMTPYGSLNLNGATDVLYTNWDGNWKYYSDRPGGHSFECELVGFQTAYSALVAGDYEKCVTNFYQSHAGWPEVR I
VVDKLDP

NTDB id 99891 AL538 RS13280 WP 009697680.1 NTCWQQMPYGSLNLNGATDVLYTNWDGNWKYYSDRPGGHSFECELVGFQTAYSALVAGDYEKCVTNFYQSHAGWPEVRIVDKLDP 425
NTDB id 1299 VP RS02975 WP 005483021.1 NTCWQQTPYGSLNLNGATDVLYTNWDGNWKYYSDRPGGHSFECELVGFQTAYSALVAGDYEKCVTNFYQSHAGWPEVRVVDKLDP 425
consensus !!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!

logo VDPVDPPVGGVAAWDASGKVYNTGDQVSYKQGAVYEAKWWSQGNEPTKGDPWKLVSGTPTEPPTTEPEPPPVTEPEPPVTEPEPPVTE
NTDB id 99891 AL538 RS13280 WP 009697680.1 VDPVDPPVGGVAAWDAGKVYNTGDQVSYKGAVYEAKWWSQGNEPTKGDPWKLVSGTPTEPPTTEPP..VTE..PPVTE..PPVT. 503
NTDB id 1299 VP RS02975 WP 005483021.1 VDPVDPPVGGVAAWDSGKVYNTGDQVSYQGAVYEAKWWSQGNEPTKGDPWKLVSGTPTEPPTTEPEPPVTEPEPPVTEPEPPVTE 510
consensus !!!!!!!!!!!!!!! !!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!***!!!**!!!!!**!!!!*

logo

PEPPVTEPEVPPVSTGDSF IAQWEPGVTQVANGDKVTYQGNKCF IVAKNGPGVWESTPTQSNWFWDE I SCQ
NTDB id 99891 AL538 RS13280 WP 009697680.1 .EPPVT..EPPVSGDFIAWEPGVTQVANGDKVTYQGKCFIAKNGPGVWETPTQSNWFWDEISCQ 564
NTDB id 1299 VP RS02975 WP 005483021.1 PEPPVTEPVPPVTGSFIQWEPGVTQVANGDKVTYQNKCFVAKNGPGVWESPTQSNWFWDEISCQ 574
consensus *!!!!!** !!!*! !! !!!!!!!!!!!!!!!!! !!!*!!!!!!!!!*!!!!!!!!!!!!!!
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