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QBN P URARY: YL ERem A ADRRIGALEN I

LLQQEGS PNLEKA BEYFJQZRA [NJ§ P NAQA NNYGTYLYQMRYBIDAI Qijy AG LGYDQRYBRIALEN GRIYL LG
LLQQEGSKPNLEKAEHYFKRAISSEPDNAQARNNYGTYLYQMERYNDA EQFRIAGATLGYDQRYQALENLGRIYLKLGD
LLQQEGSKPNLEKAEHYFKRAISSEPDNAQARNNYGTYLYQMERYNDAIEQFRIAGATLGYDQRYQALENLGRIYLKLGD

T ARTAS ke e ENTY RLARA | e L

ANAEKUFEQALWANRDSH SMLELAEI YLQQWIPAATEMYEQYVRTVGQKNQGARALWIG RVARANAD WGHQVLVN
IASAEKTFKQALLANRDSYISMLELAEIFYLQQQIPAATQMYEQYVRTVGQKNQGARALWIGLRVARANADKMGMQVLVN
IASAEKTFKQALLANRDSYISMLELAEIFYLQQQIPAATQMYEQYVRTVGQKNQGARALWIGLRVARANADKMGMQVLVN

e B HRY Sl STEAV

QLRI P SEEYQRYLISLQYSTEAVWK|EEEIS
QLRALFPESPEYQRYLQLQYSTEAVWKNEPLEH
QLRALFPESPEYQRYLQLQYSTEAVWK/EEEAIS

X non conserved
B similar
>50% conserved

79

159
159
159

239
239
239



