
logo MKQVAIGYLRQSTMTMKQQSLAAQKQATIKEAI
LAKEKHHNIPQYHINTFYNSDKQSGRKTDNKRSNGYRQQMITQEL IQQEGQCDI

VLCCYRLNRLHRN
NTDB id 10 SA RS00435 WP 000815646.1 MKQVIGYLRQSTMKQQSLAAQKQAIEAIAEKHHIQHINFYSDKQSGRKDNRSGYRQMTQLIQQGQCDILCCYRLNRLHRN 80
NTDB id 998194 ABEG07 RS00190 WP 070817193.1 MKQAIGYLRQSTTMQQSLAAQKQTIKALAEKHNIPHITFYNDKQSGRTDKRNGYQQITELIQQEQCDVLCCYRLNRLHRN 80
NTDB id 1 SACOL RS00225 WP 000806247.1 MKQAIGYLRQSTTKQQSLAAQKQTIEALAKKHNIQYITFYSDKQSGRTDKRNGYQQITELIQQGQCDVLCCYRLNRLHRN 80
consensus !!!*!!!!!!!!**!!!!!!!!!*!*!*!*!!*!**!*!!*!!!!!!*!*!*!!*!*!*!!!!*!!!*!!!!!!!!!!!!

logo LKNALKL IMKLCQTKYHVHI LSVHDGYFDMDQKAFDRFLKLNI F I SLAELESDNIGEQVRKNGI
L
Q
KEKARKQGRKML ITTHAPFGYEHTYRH

NTDB id 10 SA RS00435 WP 000815646.1 LKNALKLIKLCQTYHVHILSVHDGYFDMDQAFDRFKLNIFISLAELESDNIGEQVRNGLQEKAKQGRLITTHAPFGYEYH 160
NTDB id 998194 ABEG07 RS00190 WP 070817193.1 LKNALKLMKLCQKYHVHILSVHDGYFDMDKAFDRLKLNIFISLAELESDNIGEQVKNGLKEKARQGKLITTHAPFGYTYR 160
NTDB id 1 SACOL RS00225 WP 000806247.1 LKNALKLMKLCQKYHVHILSVHDGYFDMDKAFDRLKLNIFISLAELESDNIGEQVKNGIKEKAKQGKMITTHAPFGYHYH 160
consensus !!!!!!!*!!!!*!!!!!!!!!!!!!!!!*!!!!*!!!!!!!!!!!!!!!!!!!!*!!**!!!*!!**!!!!!!!!! !*

logo NGATF ITIDNTQDNVKESAPTVKAI
VFHNYYI

L
K
QGHYGYKKIAQLYLEAEKDNDTKCFYINRQKPYQVRANI I ILTNPNYCGRVNINQYGQFYEDNMFPAS IVSTNSTI

NTDB id 10 SA RS00435 WP 000815646.1 NGAFIINQNESPTVKAVFNYYIKGHGYKKIAQLLEEDNTYINRQPYQVRNIIINPNYCGRVNNQYGQFDNMFPSIVSTSI 240
NTDB id 998194 ABEG07 RS00190 WP 070817193.1 NGTFTINQDEAPTVKAIFHYYLQGYGYKKIAQYLEKDDKCINRKPYQVRAIITNPNYCGRVINQYGQYDNMFPSIVSTNI 240
NTDB id 1 SACOL RS00225 WP 000806247.1 NGTFTIDTVKAPTVKAVFNYYLQGYGYKKIAQYLEADDKFINRKPYQVRNIILNPNYCGRVINQYGQYENMFPAIVSTTI 240
consensus !!*!*!** **!!!!!*!*!!**!*!!!!!!!*!! !***!!!*!!!!!*!!*!!!!!!!!*!!!!!**!!!!*!!!!*!

logo YEEQAQERVI
L
TRTSQKHPQI

T
VKQRKTSPSEDNQLQKKQKIKCPCYCDNTSTLTNMTVIRKKNHHTLRYYVCPKQNMNASRFVCADEFKGINAQETVLEDTKSVLAEVT

NTDB id 10 SA RS00435 WP 000815646.1 YEQAQRLRSQKQIKQTSSDNQLKQKIKCPCCNTTLTNMTVRKKNHTLRYYVCPKNMNASRFVCDFKGINAQTLEDKVLEV 320
NTDB id 998194 ABEG07 RS00190 WP 070817193.1 YEQAQEIRSQKHTKRTPSDNQLQKKIKCPYCNSTLTNMTIRKKHHTLRYYVCPQNMNASRFVCAFKGINAQVLETSVLET 320
NTDB id 1 SACOL RS00225 WP 000806247.1 YEEAQVTRTQKPVKRKPSENQLKQKIKCPYCDSTLTNMTIRKKHHTLRYYVCPQNMNASRFVCEFKGINAQELETSVLAT 320
consensus !!*!! *!*!! *!***!*!!!**!!!!!*!**!!!!!!*!!!*!!!!!!!!!*!!!!!!!!!*!!!!!!! !!**!!**

logo CKQDFYFQNQRQI
LYTSKIKNGHATIDQKQRI

LKRQRNDI EAKTHKTHI
TLNTHQEQL IDEKLAKQDGI

K
MIDAETFRNEQSTQSVLLRQNQPRSQKPRTTITSS INSDGTHTYQLIRQHKTASTFILQ

NTDB id 10 SA RS00435 WP 000815646.1 CKDFYQNQRIYTKIKGAIDKRIKRQRNIEKHHTLTQEQLIEKLAQGIIDAETFREQTQSLRQQPQRTTSINGHQIQHTIQ 400
NTDB id 998194 ABEG07 RS00190 WP 070817193.1 CQDFFQNQQLYSKINHTIQQRLKRQRDIEAKHILTQEQLIDKLAKGMIDAETFRNQSQSVLQNRKTISSISDTQLQTSLQ 400
NTDB id 1 SACOL RS00225 WP 000806247.1 CQDFFQNQQLYSKINHTIQQRLKRQRDIETKTTLNHEQLIEKLAQDKIDAETFREQTQSLRQQSKPISSISTYQIRKAFQ 400
consensus !*!!*!!!**!*!!***!**!*!!!!*!! ***!**!!!!*!!!***!!!!!!!*!*!!**!* * **!!* !** **!

logo

K
N
V
I IQQKSRFTLNI

MLYPYI EDETVINHI STKDNKENSLAISG IY I
FKNEPLNIVKNQTI

M
E
Q
L
SSTIAGV

NTDB id 10 SA RS00435 WP 000815646.1 NIIQKRFTLNILYPYIETIHITKDKNLIGIYFKNEPLNIVNQTMQSSIA 449
NTDB id 998194 ABEG07 RS00190 WP 070817193.1 KVIQKSFTLNMLYPYIDVIHITKNKELSGIYIKNEPLNIVNQTIQSSTG 449
NTDB id 1 SACOL RS00225 WP 000806247.1 NIIQQRFTLNMLYPYIDEINISKNKSLAGIYFKNEPLNIVKQTMELSIV 449
consensus **!!**!!!!*!!!!!* !*!*!*! ! !!!*!!!!!!!!*!!***!**

X non conserved

X similar

X ≥ 50% conserved


