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NTDB id 998126 ABDZ24 RS08510 WP 048541427.1 VSLQLGHVYMGKNQLVRETMSLLNNQE...GRVTEEDIVACVEMMQSEGKVIIEEERVYLASLFYSEKGVVKSIRRLMNQ 315
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NTDB id 998126 ABDZ24 RS08510 WP 048541427.1 DIGEIVSVFYAKENVEQQDMIIVSFDGIEVTYTKPDLNQITHAYCCSIHKSQGSEFPIVIMPIVKSYNRMLRRNLIYTGI 714
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NTDB id 998126 ABDZ24 RS08510 WP 048541427.1 TRSKKFLIICGEEAAFQSGVNRLDDAMRQTTLANRLQESQGEVQ..........MVTVNGEEMDVENISPYDFM..... 778
NTDB id 355 BSU 27480 NP 390625.1 TRAKKFLILCGEEEALEWGVKNNDATVRQTSLKNRLSVQVEEMDAELEALQKELPFSVHDANIGMEGITPFDFMKEEQQ 798
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