
logo MKTRNQRSHKGVI FLIASRMRIQI
F
L
G
I
S
V
I
L
M

A
S
I
G
T
A
L
L
W
V
M
S
A
Y
A
I
S
A
L
M
I
F
L
S
M
A
L
M
S
Q
V
P
A
I
Y
A
L
S
L
Q
K
A
A
D
Q
A
N
V
A
D
N
S
I
M
L
E
K
I
T
K
T
S
N
I
L
V
D
K
V
P
V
A
L
M
N
A
P
Q

I
L
A
P
E
G
D
N
Q
G
R
T
V
R
E
L
I
D
K
R
F
L
V
S
M
QFDSNEKGLPLVPAKPQALQPARQGSAFYI

T
Q
I
L
T
Q
E
K
N
QPPSAR I

L
A
V
I LDLF IPDGSKTVAGTDQNSMQGKQI

L
G
A
K
P

SDI
K
T
Q

NTDB id 1257 GCO85 RS04855 WP 163621000.1 MRKIIAILILI..SASLSLAYSKDNSLISVKVLPLPENRVRIDFQFSKPLKQLPASFITQKPPRLVLDFISTDMQIPSDQ 78
NTDB id 1284 ACE17W RS12370 WP 010946666.1 MRKIIAILILI..SASLSMAYSKDNSLISVKVLPLPENRVRIDFQFSKPLKQLPASFITQKPPRLVLDFISTDMQIPSDQ 78
NTDB id 1009 ACIAD RS15175 WP 004923730.1 MKQIIRQFSIGTVAYAIMQVASAQVAITNVVPMNIPGQGTEIRVMFNGLPP.QPQAYQLEQPARLILDFDKAGQKLA..K 77
NTDB id 1039 H0N27 RS01460 WP 031993779.1 MNHVFRQFSMGAVAIAIMQAASAQVSMTNIVPMQIAGQGTEIRVMFNGLPP.QPQAYQLENPSRLILDFDKAQQGLK..Q 77
NTDB id 1052 ABD1 RS15850 WP 001017033.1 MNHVFRQFSMGAVAIAIMQAASAQVSMTNIVPMQIAGQGTEIRVMFNGLPP.QPQAYQLENPSRLILDFDKAQQGLK..Q 77
NTDB id 998042 ABDX87 RS16020 WP 346828763.1 MTRILSMIGVSLWM.AMLSPILQAANLKTLDVAALPGDRVELKLSFDGPVA.APRGYTTEQPARIALDLPGVTSQLA..I 76
NTDB id 1193 PAKAF RS26665 WP 003161249.1 MNSGLSRLGIALLA.AMFAPALLAADLEKLDVAALPGDRVELKLQFDEPVA.APRGYTIEQPARIALDLPGVQNKLG..T 76
consensus ! ** * ** ** *** *** ** * ** ********** ! *** ! ** ***! !**!!* * * *

logo

S
K
L
N
S
K
T

K
R
I
D
E
P
S
T

I
L
V
G
S
T
A
Q

S
V
L
T
N
G
N
S
E
T
L
A
R
H
SS IYVTVNDI

V
S
T
V
A
E
S
A
V
D
G
K
D
K
Q
DRASTVRAVLVTI ILVENLDTKRTDTALSASVGPASFYSTSGTSRTVAEGSNI

N
T
V

L
Y
F
F
S
I
V
LKVLVIGNQGNSGISAKAPSQSANTAGTDSLNAQSFGVEASNQSPTKASETALGAPPRVGKAVPSTKPAVPATQSAYAQP

NTDB id 1257 GCO85 RS04855 WP 163621000.1 KTKTIQLGSLHSYNIVAVGDRVRAILELDRSVSYSGSTAGSVYSLVLNGKSNDLFENSKE.................... 138
NTDB id 1284 ACE17W RS12370 WP 010946666.1 KTKTIQLGSLHSYNIVAVGDRVRAILELDRSVSYSGSTAGSIYSLVLNGKSNDLFENSKE.................... 138
NTDB id 1009 ACIAD RS15175 WP 004923730.1 SLIPVTTNEASSIDVSSDDKRARVVVNLKDAGAFTTRVEGNVFILKINNIQSTA................T......... 132
NTDB id 1039 H0N27 RS01460 WP 031993779.1 SKISVATNEASSVDVTSDDQRSRLTVNLKDTGAFTTRVEGNTFILKINSAQTSN................K......... 132
NTDB id 1052 ABD1 RS15850 WP 001017033.1 SKISVATNEASSVDVTSDDQRSRLTVNLKDAGAFTTRVEGNTFILKINSAQTSN................K......... 132
NTDB id 998042 ABDX87 RS16020 WP 346828763.1 KSRDLGSGNAHSVVVVEAKDRTRVIINLTTLAPYSSRVEGNNLFVVVGQGAAAAQGSQPSTALGAPRVGVPPVPTQAAQP 156
NTDB id 1193 PAKAF RS26665 WP 003161249.1 KNRELSVGNTRSVTVVEAKDRTRLIINLTTLSSYTTRVEGNNLFVVVGNSPAGASVASTA......PVKASPAPASYAQP 150
consensus * *** ** * !* ** *!*!****! * ******!* * ****

logo

K
V
I
F
P
A
K
V
I
L

A
T
P
K
R
T
N
V

P
Q
S
V

A
S
V
Y

A
P
V
N
P
A
G
P
Q
A
G
Q
K
P
H
R
Q
A
S
E
G
V
I
G
R
S
K
R
N
V
IGDFRQGR I

G
A
S
E
L
K
Q
Q
G
G
EGNRLVLVVI EDVLQLSGDAPSTTGNLITASP I

P
VDI

V
T
Q
E
Q
V
QGGKSEKVIRVLIVDNRTFPAILKNGI

TQKLIPDLTAPNHLMRAKVRRYLNDTVTKNSDFHASTPVASQFISVINTDMSA
NTDB id 1257 GCO85 RS04855 WP 163621000.1 VFITNQVVNAKHEIKRIDFRGIEKQGGRVLIDVSDTGIPIDVTQVGKEIVVNFLNTKIPLNLMKRYDVSDFHSPVQIITM 218
NTDB id 1284 ACE17W RS12370 WP 010946666.1 VFITNQVVNAKHEIKRIDFRGIEKQGGRVLIDVSDTGIPIDVTQVGKEIVVNFLNTKIPLNLMKRYDVSDFHSPVQIITM 218
NTDB id 1009 ACIAD RS15175 WP 004923730.1 .PVATSAPAPQQGIGNIGFQRGAQGEGLVVIDLQGTNTPVDVQQQGSKVVVRFPGIKIPTHLARRLNTTDFATPVASIDS 211
NTDB id 1039 H0N27 RS01460 WP 031993779.1 .PLPVVS.AQPQGVSNIGFQRGSQGEGLVVVDLLGSNTPVDVQQQGSKVVIRTIGTKIPTHLARRLNVNDFATPVSSIDA 210
NTDB id 1052 ABD1 RS15850 WP 001017033.1 .PLPVVS.AQPQGVSNIGFQRGSQGEGLVVVDLLGSNTPVDVQQQGSKVVIRTIGTKIPTHLARRLNVNDFATPVSSIDA 210
NTDB id 998042 ABDX87 RS16020 WP 346828763.1 KPAPRSYAPGPRSVKNVDFQRGELGEGNVVIELSDAGIAPDIQEQGGKIRVDFAKTQLPDPLRVRLDVKDFATPVQFVNS 236
NTDB id 1193 PAKAF RS26665 WP 003161249.1 .IKPKPYVPAGRAIRNIDFQRGEKGEGNVVIDLSDPTLSPDIQEQGGKIRLDFAKTQLPDALRVRLDVKDFATPVQFVNA 229
consensus *** * ******!**** **! !******* ***!****! **** ** ***! ! *!*** !!**!!* *

logo

Q
S
Y
A
V
Q
N
Q
T
E
D
S
K
G
S
D
G
K

R
K
N
V

T
V
G
R
S
V
M
I
S
TI ELQPSTKSGALDSFYDGEHYLSFMVAYQTVADNEKNRQKFLMTVIDS ILVRFKRPMLPQTNTADNKEVDENAVI EQVRLQRTNARSNSLKAKLYDENKNTKFLPQANVFYSTGENKRKI

LSLDNFQNDIDSE I
VRASRVLQL ILADFTDNGLINLMV

NTDB id 1257 GCO85 RS04855 WP 163621000.1 QQEGKKVRMTILSKGDYGHFVYQVNKQFMVDVFPLTAEEIRQAKLKKQVFTGKRISLNFQNISIRAVLQLLADFTGINMV 298
NTDB id 1284 ACE17W RS12370 WP 010946666.1 QQEGKKVRMTILSKGDYGHFVYQVNKQFMVDVFPLTAEEIRQAKLKKQVFTGKRISLNFQNISIRAVLQLLADFTGINMV 298
NTDB id 1009 ACIAD RS15175 WP 004923730.1 YNDGSNGVISIQSTGSYEYMAYQAENKLTISLKRPQDNV.RLNSKNNQNYTGKKISLDFQDIEVRRVLQLLADFTNINMV 290
NTDB id 1039 H0N27 RS01460 WP 031993779.1 YNDKGVGVITIQSSGSYEYMAYQAENKLTISLKRPQDKN.VTSLYKTPNYSGNKLSLDFQDIEVRRVLQLLADFTGINMV 289
NTDB id 1052 ABD1 RS15850 WP 001017033.1 YNDKGVGVITIQSSGSYEYMAYQAENKLTISLKRPQDKN.VTSLYKTPNYSGNKLSLDFQDIEVRRVLQLLADFTGINMV 289
NTDB id 998042 ABDX87 RS16020 WP 346828763.1 SVTGDNTSISIEPSGAFDYSAYQTDNKLTISVRPLTNEDVQRRNAEKLVYTGEKLSLNFQDIDVRSVLQLIADFTNLNLV 316
NTDB id 1193 PAKAF RS26665 WP 003161249.1 SAQSDRTSITIEPSGLYDYLVYQTDNRLTVSIKPMTTEDAERRKKDNFAYTGEKLSLNFQDIDVRSVLQLIADFTDLNLV 309
consensus *** **! **! *****!! ************ ** * **! **!!*!!*!**! !!!!*!!!!**!*!



logo

T
V
A
A
SDKTSVQGGDNITLHRLNQKNDI

VPWDQALDLIVI LTKTQKNGLDKRKRLVKNGNVLMIWLVIDATPAKVSDASE I
M
L
A
D
I
A
K
S
A
M
REREDQEQEALEKSAI

L
V
Q
K
Q
A
T
Q
S
I
A
S
T
E
V

E
KLEAP I

LQRRSTDEYLLI LQI
V
L
K
NYAKA

NTDB id 1257 GCO85 RS04855 WP 163621000.1 VSDKVQGDITLRLNDIPWDQALDIILTTQGLDKRRKGNVMLIDTKASMDKMEEEQLKSQQTIEKLEPIRSDLIQINYAKA 378
NTDB id 1284 ACE17W RS12370 WP 010946666.1 VSDKVQGDITLRLNDIPWDQALDIILTTQGLDKRRKGNVMLIDTKASMDKMEEEQLKSQQTIEKLEPIRSDLIQINYAKA 378
NTDB id 1009 ACIAD RS15175 WP 004923730.1 TADSVQGNITLHLKDVPWDQALDIILKTKNLDKRRNGNVIWIAPVSELIKSEEDEAKAIAQSTKLAPLQTEYILLKYAKA 370
NTDB id 1039 H0N27 RS01460 WP 031993779.1 AADSVQGNITLRLKDVPWDQALDIILKTKNLDKRRNGNVIWIAPVAELIKAEEEEAKAVAQSVKLAPLQTEYIQLKYAKA 369
NTDB id 1052 ABD1 RS15850 WP 001017033.1 AADSVQGNITLRLKDVPWDQALDIILKTKNLDKRRNGNVIWIAPVAELIKAEEEEAKAVAQSVKLAPLQTEYIQLKYAKA 369
NTDB id 998042 ABDX87 RS16020 WP 346828763.1 ASDTVQGGITLRLQNVPWDQALDLVLKTKGLDKRKVGNVLLVAPADEIAARERQELESLKQISELAPLRRELLQVNYAKA 396
NTDB id 1193 PAKAF RS26665 WP 003161249.1 ASDTVQGNITLRLQNVPWDQALDLVLKTKGLDKRKLGNVLLVAPADEIAARERQELEAQKQIAELAPLRRELIQVNYAKA 389
consensus **!*!!!*!!!*!***!!!!!!!**!*!**!!!!* !!!***** *** * !******* ** *!*!*********!!!!

logo

G
ADI EMAGVKLFIKQTDSQKVGRSTSNDGSNDGSGSTNSGNLSQNHTSGGGTSTSTNGLSNATTGVEDPSLGDNSNQVENGGTSKLETLDGSEGDPRGKSTI STLQVDEPADRTNNSTLIWIAIQYNQDPTSAGQDETQRSKLI EDQELVIRERKI

L
M
V
I
K
S
D
L
QL

NTDB id 1257 GCO85 RS04855 WP 163621000.1 ADIAVLIKDK...............................QNSLLSDRGKISVDARTNTIWIQDTGTKIEEVRELIKQL 427
NTDB id 1284 ACE17W RS12370 WP 010946666.1 ADIAVLIKDK...............................QNSLLSDRGKISVDARTNTIWIQDTGTKIEEVRELIKQL 427
NTDB id 1009 ACIAD RS15175 WP 004923730.1 ADIEKLITQGRNSGTSNSN.........TNGSATVEPLGDSVGTLLSPRGTISLDPRTNTLIINDTSQKIDQIRKMIDLL 441
NTDB id 1039 H0N27 RS01460 WP 031993779.1 GDIMGLITQGSNNSNGLQHTSGGGTSTSTNLNTGVDSLGNNVGSLLSPRGTITQDDRTNTLIINDTAQSIDQIRKMIDLL 449
NTDB id 1052 ABD1 RS15850 WP 001017033.1 GDIMGLITQGSNNSNGLQHTSGGGTSTSTNLNTGVDSLGNNVGSLLSPRGTITQDDRTNTLIINDTAQSIDQIRKMIDLL 449
NTDB id 998042 ABDX87 RS16020 WP 346828763.1 ADIAKLFQSVTSGDS.............................KTDERGSITVDERTNNIIAYQTQDRLDELRRIVSQL 447
NTDB id 1193 PAKAF RS26665 WP 003161249.1 ADIAKLFQSVTSDGG..........................QEGKEGGRGSITVDDRTNSIIAYQPQERLDELRRIVSQL 443
consensus *!!* !* * **** !!*!**!*!!!******** *****!*** *!

logo DVIQPVRKQVLMVI EAR IVREVANSTKVTGDSYFDTSQKASDEMILG I
V
K
RWGGVIALSYRSHTPQHKTGHINLTQNSNSNGTNFWLSTLGTEVYGAGKNSDGEGLTNVATI

LWGNI
L
K
R
D
N
E
E
PDKGSKMNCGNDPE I

T
A
TR
G
S
G
C
Y
G
K
T
F
A
Y
P
T
T
AN
T
G
V
T
I
V
G
S
P
E
K
N
L
R
S
T
E
P
N
P
R
D
G
S
R
N

NTDB id 1257 GCO85 RS04855 WP 163621000.1 DIPVKQVLIEARIVEVTKDFSQDIGIRWGVSRPTHLS.GT.LEGANELA................R.GTAPANVVPLERR 488
NTDB id 1284 ACE17W RS12370 WP 010946666.1 DIPVKQVLIEARIVEVTKDFSQDIGIRWGVSRPTHLS.GT.LEGANELA................R.GTAPANVVPLERR 488
NTDB id 1009 ACIAD RS15175 WP 004923730.1 DIPVKQVMIEARIVRATTSFSKEMGVKWGILSQGINQNSNLLVGGSETTLWNLRNPDS...N.....GTYT...IERPDN 510
NTDB id 1039 H0N27 RS01460 WP 031993779.1 DVQVKQVMVEARIVRASTSFTKELGVKWGILSQGITNNNNLLVGGSETTLWNLREPKK...DETTGGYKYT...IERPDN 523
NTDB id 1052 ABD1 RS15850 WP 001017033.1 DVQVKQVMVEARIVRASTSFTKELGVKWGILSQGITNNNNLLVGGSETTLWNLREPKK...DETTGGYKYT...IERPDN 523
NTDB id 998042 ABDX87 RS16020 WP 346828763.1 DIPVRQVMIEARIVEANVDYDKALGVRWGGSSTH....GNFTTGGNGTV.......................TGVGNTNG 500
NTDB id 1193 PAKAF RS26665 WP 003161249.1 DIPVRQVMIEARIVEANVGYDKSLGVRWGGAYHK....GNWSGYGKDGNI.GIKDEDGMNCGPIAGSCTFPTTGTSKSPS 518
consensus !**!*!!**!!!!!*** *****!**!!* * ** * ** ** * ** ** * *

logo

P
L
F
Y
N
L
V
DLAAAVP

D
M
LTGAGVKTSADNTATPGASTAGVSGS IGAI

F
L
A
G
F
K
L
L
I
N
T
S
L
M
N
D
S
D
N
T
F
I
I
L
MLDLQELSAMLQEKSAETDGNRYAGE I

L
V
V
I SQSTPRKLVI

V
M
S
TSTANDQKEQKATAVKVI ELAKSTGSTVEQQE I

VPYQSETASTNSSAGAG
NTDB id 1257 GCO85 RS04855 WP 163621000.1 LNLDLAAVPLTGATPASVGIALAKLN.DNILLDLELSALESEGRAELISSPRLITTNQQAAVIESGEEIPYQEATSSGA. 566
NTDB id 1284 ACE17W RS12370 WP 010946666.1 LNLDLAAAPLTGATPASVGIALAKLN.DNILLDLELSALESEGRAELISSPRLITTNQQAAVIESGEEIPYQEATSSGA. 566
NTDB id 1009 ACIAD RS15175 WP 004923730.1 LNV.....DLGVTTTGASSIAFGLISLSDFMLDLELSALQADGYGEVISTPKVMSADKQKAKVATGVEVPYQSTTNSAAG 585
NTDB id 1039 H0N27 RS01460 WP 031993779.1 LNV.....DLGVSNP.AGSIAFGLISMSDFMLDLELSALQADGYGEVISTPKVMTADKQTAKVATGQQVPYQSTTNSAAG 597
NTDB id 1052 ABD1 RS15850 WP 001017033.1 LNV.....DLGVSNP.AGSIAFGLISMSDFMLDLELSALQADGYGEVISTPKVMTADKQTAKVATGQQVPYQSTTNSAAG 597
NTDB id 998042 ABDX87 RS16020 WP 346828763.1 PYV.....DMGVADP.TSSIGLGFLT.NNTILDLELSAMEKTGNGEVVSQPKVVTSDKETAKILKGTEVPYQEASSSGA. 572
NTDB id 1193 PAKAF RS26665 WP 003161249.1 PFV.....DLGAKDA.TSGIGIGFIT.DNIILDLQLSAMEKTGNGEIVSQPKVVTSDKETAKILKGSEVPYQEASSSGA. 590
consensus *** **** * * *!*** ** * *!!!*!!!** *! *!**!*!*********!** *! **!!!****!*!



logo

STA
T
A
S
T
V
T
A
SFKDKEAASVLLSLKNEVTPNSQITPDNGRKI IQLVMDKEVLNDKQVIANSTNQKDAETS IVPNADSSGPYQVYANQMATLQVFPLNGEVALPAPI LIKINTKKNTNEVIQNATKNI

VLVADNDNGQETVI IV I
LGGI

V
Y
F
K
S
E
N
Q
E
D
T
K
Q
T
M
S
N
N
K
A
S
V
I
Q
V

NTDB id 1257 GCO85 RS04855 WP 163621000.1 ..TAVAFKKAVLSLKVTPQITPDGKILMDLQINQDTPSP.QTFLGVPAIITKEIQTNVLVNNGQTIVLGGIYKQDKNKVI 643
NTDB id 1284 ACE17W RS12370 WP 010946666.1 ..TAVAFKKAVLSLKVTPQITPDGKILMDLQINQDTPSP.QTFLGVPAIITKEIQTNVLVNNGQTIVLGGIYKQDKNKVI 643
NTDB id 1009 ACIAD RS15175 WP 004923730.1 STATTSFKEALLSLEVTPNITPDGKILMELNIANDSINS.YAQNGEAILNKNTINTNVLVNNGETVVLGGVFEQTTNNAV 664
NTDB id 1039 H0N27 RS01460 WP 031993779.1 STATTSFKDALLSLNVTPSITPDGKIQMKLDISKDSVAG.AAPNGELILNKNNINTNVLVDNGETVILGGVFEQTTMNSQ 676
NTDB id 1052 ABD1 RS15850 WP 001017033.1 STATTSFKDALLSLNVTPSITPDGKIQMKLDISKDSVAG.AAPNGELILNKNNINTNVLVDNGETVILGGVFEQTTMNSQ 676
NTDB id 998042 ABDX87 RS16020 WP 346828763.1 ..TSVSFKEASLSLEVTPQITPDNRIIMEVKVTKDEPDYVNTVLGVPPIKKNEVNAKVLVADGETIVIGGVFSNTQSKVV 650
NTDB id 1193 PAKAF RS26665 WP 003161249.1 ..TSTSFKEAALSLEVTPQITPDNRIIVEVKVTKDAPDYQNMLNGVPPINKNEVNAKILVNDGETIVIGGVFSNEQSKSV 668
consensus ****!!*!*!!! !!!*!!!!**!**** ***!** * *!** **********!!**!*!***!!** ** * *

logo

D
E
N
T
R
K
I
VPFLFGEDVILPYVLVGI

RLFKSRNRKTRDATQVI
V
K
T
S
E
L
D
A
R
D
K
N
K
S
E
N
QELLVI F ILVTPR I IMVTNDNAQTI

A
L
V
A
I
S

G
A
I
R

I
V
T
N
G
S
T
H
I
R
EGREKDVYK

NTDB id 1257 GCO85 RS04855 WP 163621000.1 NRIPFFGELPVVGILFSNRQITLKNEELLIFITPRIITNALSITTIEGREKDVYK 698
NTDB id 1284 ACE17W RS12370 WP 010946666.1 NRIPFFGELPVVGILFSNRQITLKNEELLIFITPRIITNALSITTIEGREKDVYK 698
NTDB id 1009 ACIAD RS15175 WP 004923730.1 TKVPFLGDLPYVGRLFKKTAKSEAKNELLIFVTPRIVNDTIVGNH.......... 709
NTDB id 1039 H0N27 RS01460 WP 031993779.1 TKVPFFGDIPVVGRLFRKDVKSDDKQELLIFVTPRIVNDTLARNH.......... 721
NTDB id 1052 ABD1 RS15850 WP 001017033.1 TKVPFFGDIPVVGRLFRKDVKSDDKQELLIFVTPRIVNDTLARNH.......... 721
NTDB id 998042 ABDX87 RS16020 WP 346828763.1 DKVPFLGDVPYVGRLFRRDVVSEKKSELLVFLTPRIMNNQAIAVSR......... 696
NTDB id 1193 PAKAF RS26665 WP 003161249.1 EKVPFLGELPYLGRLFRRDTVTDRKNELLVFLTPRIMNNQAIAIGR......... 714
consensus **!!*!**!**!*!!*** ******!!!*!*!!!!*** *

X non conserved

X similar

X ≥ 50% conserved


