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NTDB id 998016 ABET68 RS14835 WP 014618044.1 MFSFWKKRKAEPQPAAEPAPPAAAPEAVQAPVPAPVASPT......................PAPAPAPVAVPDTPAAPA 58
NTDB id 1118 NGFG RS11455 WP 003696286.1 MFSFFRRKKKQETPALEEAQVQETAAKVESEVAQIVGNIKEDVESLAESVKGRAESAVETVSGAVEQVKETVAEMPSEAG 80
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NTDB id 998016 ABET68 RS14835 WP 014618044.1 ............ALDMQADDIE.TVPTPPVMEQARKGWMSRLRSGLSKTS....KNLTTLFVGVKVDEALFEELETALLM 121
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NTDB id 998016 ABET68 RS14835 WP 014618044.1 ADAGVDATEYLLDELRRRVKAQRIETAESVKTALRDLLVELLHPLEKTMVLG.RDQPMVIMIAGVNGAGKTTSIGKLCKH 200
NTDB id 1118 NGFG RS11455 WP 003696286.1 GDMGMEATEYLMKDVRGRVSLKGLKDGNELRGALKEALYDLIKPLEKPLVLPETKEPFVIMLAGINGAGKTTSIGKLAKY 240
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NTDB id 998016 ABET68 RS14835 WP 014618044.1 FQTYGQSVLLAAGDTFRAAAREQLVIWGQRNNVTVVAQESGDPAAVIFDAVNAARARGIDIVMADTAGRLPTQMHLMEEL 280
NTDB id 1118 NGFG RS11455 WP 003696286.1 FQAQGKSVLLAAGDTFRAAAREQLQAWGGRNNVTVISQTTGDSAAVCFDAVQAAKARGIDIVLADTAGRLPTQLHLMEEI 320
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NTDB id 998016 ABET68 RS14835 WP 014618044.1 KKVRRVIGKAMVTAPHETLLVIDANTGQNALAQVKAFDDALGLTGLIVTKLDGTAKGGILAAIARQRPVPVYFIGVGEQV 360
NTDB id 1118 NGFG RS11455 WP 003696286.1 KKVKRVLQKAIPGAPHEIIVVLDANIGQNAVNQVKAFDDALGLTGLIVTKLDGTAKGGILAALASDRPVPVRYIGVGEGI 400
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NTDB id 998016 ABET68 RS14835 WP 014618044.1 EDLQPFSAREFADALLG 377
NTDB id 1118 NGFG RS11455 WP 003696286.1 DDLRPFDARAFVDALLD 417
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