logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

consensus

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

AKK .,K,_oKKesgﬁfL%KKFQ%EgEKAL@éA@.

600 KW2 RS01765 WP 011675413.1 MATKK. .. .. KTNFDDITKKYGA MRLG

269 KZH43 RS08665 WP 001085462.1 .MAKK..... PKKLEEISKKFGA IMRLG
228 SPD RS09265 WP 001085462.1 .MAKK..... PKKLEEISKKFGA IMRLG
194 SPR RS08825 WP 001085462.1 .MAKK..... PKKLEEISKKFGA IMRLG
159 SP RS09750 WP 001085462.1 .MAKK..... PKKLEEISKKFGA IMRLG
499 SM12261 RS08315 WP 078228268.1 .MAKK..... PKKLDEISKKFGA IMRLG

527 SMSK321 RS11065 WP 001085454.1 .MAKK..... IMRLG
408 SMU RS09530 WP 002262392.1 .MAKR..... MRLG
453 Spy49 1753c ACI62003.1 .MAKK..... MRLG

115 BSU 16940 NP 389576.2 ... e IM LG
625 LCA RS02525 WP 011374196.1 ... ... ... ... ...

1313 DR RS12030 WP 010888966.1 ....... MSKDATKEISAPTDAK

1245 Cj1673c YP 002345041.1
1211 C694 RS00795 WP 000963128.1 ... ... .. ...
1214 NCTC11637 00359 SQJ03206.1
1334 RAOC RS04870 WP 004918236.1 .......... ..
1389 A4U84 RS07560 WP 021112712.1 .MAENKKSSKNNTV. .

1130 NGFG RS03960 WP 003688695.1 ....................

1124 NGFG RS03960 WP 003688695.1 ... ... ...,

1123 0K783 RS03845 WP 003688695.1  .................... IEKNJFGKGEIM
997991 ABET67 RS13910 WP 014617877.1 .MEDG........ . .KAASMSA

1427 RS RS02760 WP 011000510.1 .MEDG........ . .KAASMSA

1165 A1552VC RS01565 WP 000344154.1 ... ... . ...
1142 GTF74 RS11550 WP 000344154.1 . ... ... ... ...
1022 ACIAD RS06390 WP 004925639.1  ............. . ......
1074 ABD1 RS10195 WP 000344167.1 ... i
1205 PSJM300 05545 AFN77183.1

i

0

W
>

NN nnnn nkln M KN 0N NN NN N

LD
LD

* 1 1%

l SLAtDL

T
E

RN

VoY
iy

ALGMGG)MP
ALGIGGMP

(]



logo

VY
|

/DT o DMLY M Vel By

EIYGPESSGKTT A ) EHT 154
EIYGPESSGKTT ANENQKIAGGIWNAF IDAEHALDPEAYARWALGVN DELL SQPD 153
EIYGPESSGKTT ANFNQKINGGIWNAF IDAEHALDPEA\YARWALGVN DELL SQPD 153
EIYGPESSGKTT ANENQKIAGGIWNAF IDAEHALDPEA\YARWALGVN DELL SQPD 153
EIYGPESSGKTT ANFNQKIAGGIWNAF IDAEHALDPIAYARWALGVN DELL SQPD 153
EIYGPESSGKTT ANENQKIAGGIWNAF IDAEHALDPEA\YARWALGVN DELL SQPD 153
EIYGPESSGKTT AENQKIAGGIWNAF IDAEHALDPEAYARWALGVN DELL SQPD 153
EIYGPESSGKTT ARFNQKPDIGGIWNAF IDAEHALDPIA\YARWALGVN DELL SQPD 153
EIYGPESSGKTT ANENQKIAGGIWNAF IDAEHALDPEA\YARWALGVN DELL QPD 153
E YGPESSGKTT AIYQNINGGFNAF IDAEHALDPWYYAMMLGVN ELL SQPD 138
EIYGPESSGKTT AIRUQK[NGGIWNA IDAERA DPICYAWALGVN D LL SQPD 140
BEIYGPES[EGKTT ANENQKEAGGINMAF IDAEHALDPNUY ARSNLGVNQSNDELL SQPDNGEQALETI} 152
EIYGPESSGKTT AIMSOKENGGUAMAF IDAEHALDAASY AJSQYL G VNgYD Ll SQPDIYGEQALEIY 139
EIYGPESSGKTT AINEOKINGGUASAF IDAEHALDNIY AJQHL.GV gy I SQPD GEQALEI)® 141

¢

NTDB id 600 KWw2 RS01765 WP 011675413.1
NTDB id 269 KZH43 RS08665 WP 001085462.1
NTDB id 228 SPD RS09265 WP 001085462.1
NTDB id 194 SPR RS08825 WP 001085462.1
NTDB id 159 SP RS09750 WP 001085462.1

NTDB id 499 SM12261 RS08315 WP 078228268.1
NTDB id 527 SMSK321 RS11065 WP 001085454.1
NTDB id 408 SMU RS09530 WP 002262392.1
NTDB id 453 Spy49 1753c ACI62003.1

NTDB id 115 BSU 16940 NP 389576.2

NTDB id 625 LCA RS02525 WP 011374196.1
NTDB id 1313 DR RS12030 WP 010888966.1
NTDB id 1245 Cj1673c YP 002345041.1

NTDB id 1211 C694 RS00795 WP 000963128.1
NTDB id 1214 NCTC11637 00359 SQJ03206.1
NTDB id 1334 RAOC RS04870 WP 004918236.1
NTDB id 1389 A4U84 RS07560 WP 021112712.1
NTDB id 1130 NGFG RS03960 WP 003688695.1

EIYGPESSGKTT AIGOKINGGUASAF IDAEHALDYR:IY AISHLGV ) L SQPD GEQALEI)H 141
EIYGPESSGKTT AIINQKYJGGIWIAF IDAEHARGDINSIY AI¥SLG N EL  SQPDJGEQALEIfA 148
EIYGPESSGKTT AN KGTFENEAF TDAEHALDPYY AYLGVNIDELL SQPDRGEQALEI[® 156
EI GPESSGKTT VUGMAF DAEHARDPUYARISLGV]S ELM SQPD GEQALEI[S 140

I
I
I
I
I
I
I
I
I
I
I
I
I
I
I
I
I
I
I
I

NTDB id 1124 NGFG RS03960 WP 003688695.1 EI GPESSGKTT VUCAF DAEHARDPUYABISLGVIY ELM SQPD GEQALEI[® 140
NTDB id 1123 0K783 RS03845 WP 003688695.1 EI GPESSGKTT \UAF DAEHARDP\YARISLGV)y EL) SQPD GEQALEI[ 140
NTDB id 997991 ABET67 RS13910 WP 014617877.1 EIYGPESSGKTT INSAFIDAEHALDLMNY ADYSL G V] LL SQPD GEQALEIM 148
NTDB id 1427 RS RS02760 WP 011000510.1 EIYGPESSGKTT INMAFIDAEHALD|ERY ADISL G V)Y LL SQPD GEQALEI 148

NTDB id 1165 A1552VC RS01565 WP 000344154.1
NTDB id 1142 GTF74 RS11550 WP 000344154.1
NTDB id 1022 ACIAD RS06390 WP 004925639.1
NTDB id 1074 ABD1 RS10195 WP 000344167.1
NTDB id 1205 PSJM300 05545 AFN77183.1
consensus

I EI GPESSGKTT SQPD GEQALEIS 139
I EI GPESSGKTT SQPD GEQALEI 139
I EIYGPESSGKTT WeAFIDAEHALDPNYAISSLGV DRJLL SQPDEIGEQALEI/ 139
I EIYGPESSGKTT WeAFIDAEHALDPWNYAIANLGV DRLL SQPDRIGEQALEIJA 139
I EIYGPESSGKTT SQPD GEQALEIp 139
Fr Tk DUTERDID R T oskl Do ok Tx DUDxbobe DL Thskkskr ook b LRl Dxbal % vk Dkkn | x




DDV il

50, i LR Sl UL P

NTDB id 600 KW2 RS01765 WP 011675413.1 VV DSVAALVPKAEI G MGDSHVGLQAR 233
NTDB id 269 KZH43 RS08665 WP 001085462.1 VVVDSVAALVP AEI GDEGDSHVGLQAR 232
NTDB id 228 SPD RS09265 WP 001085462.1 VVVDSVAALVP AEI GDMGDSHVGLQAR 232
NTDB id 194 SPR RS08825 WP 001085462.1 VVVDSVAALVP AEI GDMGDSHVGLQAR 232
NTDB id 159 SP RS09750 WP 001085462.1 VVVDSVAALVP AEI GDMGDSHVGLQAR 232
NTDB id 499 SM12261 RS08315 WP 078228268.1 VVVDSVAALVP AEI GDMGDSHVGLQAR 232
NTDB id 527 SMSK321 RS11065 WP 001085454.1 VVVDSVAALVP AEI GDEGDSHVGLQAR 232
NTDB id 408 SMU RS09530 WP 002262392.1 VVVDSVAALVP AEI GDMGDSHVGLQAR 232
NTDB id 453 Spy49 1753c ACI62003.1 VVVDSVAALVP GDHGDSHVGLQAR 232
NTDB id 115 BSU 16940 NP 389576.2 VVVDSVAALVPKAEI GDMGDSHVGLQAR 217
NTDB id 625 LCA RS02525 WP 011374196.1 VVDSVAALVP AEI G MGD HVGLQAR 219
NTDB id 1313 DR RS12030 WP 010888966.1 VVVDSVAALWP AEI GDMGDSWEGLQAR 231
NTDB id 1245 Cj1673c YP 002345041.1 VVDSVAALIWNPKAEI GDMGD[NHVGLQAR 219
NTDB id 1211 C694 RS00795 WP 000963128.1 VVVDSVAALIWWPKAEI GDMGD[NHVGLQAR 221
NTDB id 1214 NCTC11637 00359 SQJ03206.1 VVVDSVAALWPKAEI GDMGD@HVGLQAR 221
NTDB id 1334 RAOC RS04870 WP 004918236.1 VVVDSVAALWPKAEI GDMGDS GL[AR 227
NTDB id 1389 A4U84 RS07560 WP 021112712.1 VDSVAALWPKAEI GDMGDSH GLQAR 235
NTDB id 1130 NGFG RS03960 WP 003688695.1 VVVDSVAALVPKAEI GDMGDSHVGLQAR 219
NTDB id 1124 NGFG RS03960 WP 003688695.1 VVVDSVAALVPKAEI GDMGDSHVGLQAR 219
NTDB id 1123 0K783 RS03845 WP 003688695.1 VVVDSVAALVPKAEI GDMGDSHVGLQAR 219
NTDB id 997991 ABET67 RS13910 WP 014617877.1 V DSVAALVPKAEI MGD MIGLQAR 227
NTDB id 1427 RS RS02760 WP 011000510.1 V DSVAALVPKAEI MGD |MYGLQAR 227
NTDB id 1165 A1552VC RS01565 WP 000344154.1 VVDSVAALWPKAETI MGDSH GLQAR 218
NTDB id 1142 GTF74 RS11550 WP 000344154.1 VVDSVAALWPKAETI MGDSH GLQAR 218
NTDB id 1022 ACIAD RS06390 WP 004925639.1 VVDSVAALWPKAET MGDSH GLQAR 218
NTDB id 1074 ABD1 RS10195 WP 000344167.1 VVDSVAALINPKAEI MGDSH GLQAR 218
NTDB id 1205 PSJM300 05545 AFN77183.1 VDSVAALVPKAET MGD HVGLQAR 218

consensus

Frr LD T R LD Dk Lk 0]

kb Pkl P bk Dk bl osksk % skk ko



WA, o ETRNIRI Mkl Y Mol A ALY
S RLDV Lid 1K Dby, K REns Rl 1L Loms LLP VRl AT

NTDB id 600 KW2 RS01765 WP 011675413.1 GSTKIEEGS.GDNKTQ KVVKNKVAPPF IM GEGISGEL N 312
NTDB id 269 KZH43 RS08665 WP 001085462.1 BIGNTQIKGTG.DQK KVVKNKVAPPF IMYGEGIS K 311
NTDB id 228 SPD RS09265 WP 001085462.1 BIGNTQIKGTG.DQK KVVKNKVAPPF IMYGEGIS K 311
NTDB id 194 SPR RS08825 WP 001085462.1 BIGNTQIKGTG.DQK KVVKNKVAPPF IMYGEGIS K 311
NTDB id 159 SP RS09750 WP 001085462.1 BIGNTQIKGTG.DQK KVVKNKVAPPF IMYGEGIS K 311
NTDB id 499 SM12261 RS08315 WP 078228268.1 BGSTQIKGTG.DQK KVVKNKVAPPF IMYGEGIS K 311
NTDB id 527 SMSK321 R311065 WP 001085454.1 IGSTQIKGTG. KVVKNKVAPPF IMYGEGIS K 311
NTDB id 408 SMU RS09530 WP 002262392.1 HIGNTQIKGTG. KVVKNKVAPPF IMYGEGIS K 311
NTDB id 453 Spy49 1753c ACI62003.1 MGTTQIKGTG. KVVKNKVAPPF IMYGEGIS K 311
NTDB id 115 BSU 16940 NP 389576.2 BRAEQLKQGN. . ... KVVKNKVAPPF IMYGEGIS D 292
NTDB id 625 LCA RS02525 WP 011374196.1 GRAETIKNGT. . ... KVVKNKVAPPF IMYG GIS D 294
NTDB id 1313 DR RS12030 WP 010888966.1 R PTKVGNDA KEVKNKVARPF G 307
NTDB id 1245 Cj1673c YP 002345041.1 R .L.KQNBEP KVVKNKVAPPF M GEG S [XGEL oY 294
NTDB id 1211 C694 RS00795 WP 000963128.1 R .L.KQNBQH MKVVKNKVAPPF IM GEGIS JXGE oy 296
NTDB id 1214 NCTC11637 00359 SQJ03206.1 R ....L.KQNEQH LKVVKNKVAPPF IM GEGIS [2GE |»Y 296
NTDB id 1334 RAOC RS04870 WP 004918236.1 RS LSDTGKIKDKSGEYV KVVKNKVAPPF IMYGEG S MGE Iy 307
NTDB id 1389 A4U84 RS07560 WP 021112712.1 LBCGV. ... V.KDGBEI KVVKNKVAPPF IMYGEGIS KWEL i 310
NTDB id 1130 NGFG RS03960 WP 003688695.1 BRTGS. ... I.KKGEEV KV KNKVAPPF TIRYGEGIS|YAGEL |y 294
NTDB id 1124 NGFG RS03960 WP 003688695.1 RTGS. ... I.KKGEEV KV KNKVAPPF TIMYGEGISINGEL |y 294
NTDB id 1123 0K783 RS03845 WP 003688695.1 LRTGS. ... I.KKGEEV KV KNKVAPPF TIMYGEGIS[IAGEL |y 294
NTDB id 997991 ABET67 RS13910 WP 014617877.1 BRIGS. .. .I.KRG KVVKNKVAPPF D 302
NTDB id 1427 RS RS02760 WP 011000510.1 BRIGS. .. .I.KKG KVVKNKVAPPF D 302
NTDB id 1165 A1552VC RS01565 WP 000344154.1 BRTGA. .. .I.KEG KVVKNK AMPF D 293
NTDB id 1142 GTF74 RS11550 WP 000344154.1 RTGA. ... I.KEG KVVKNK AR\PF D 293
NTDB id 1022 ACIAD RS06390 WP 004925639.1 BRIGQ. .. .V.KEG KVVKNK APPF D 293
NTDB id 1074 ABD1 RS10195 WP 000344167.1 R . .V.KEG KVVKNK APPF D 293
NTDB id 1205 PSJM300 05545 AFN77183.1 R .V.KEG| KVVKNKVAPPF D 293

consensus kDD skskok |k * % I B R B B kokoe Dk |k * % * EE S B I R |



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

600 KW2 RS01765 WP 011675413.1

269 KZH43 RS08665 WP 001085462.1 IDGEEVSEQDTENKKDE. . . . PKKEEA. . VNEEVPLDLGDELEIE
228 SPD RS09265 WP 001085462.1 IDGEEVSEQDTENKKDE. . . .PKKEEA. . VNEEVPLDLGDELEIE
194 SPR RS08825 WP 001085462.1 IDGEEVSEQDTENKKDE. . . .PKKEEA. . VNEEVPLDLGDELEIE
159 SP RS09750 WP 001085462.1 IDGEEVSEQDTENKKDE. . . .PKKEEA. . VNEEVPLDLGDELEIE
499 SM12261 RS08315 WP 078228268.1 IDGEEIAES....KKDE....AAQVDS..VNEEVTLDLGDELEIE
527 SMSK321 RS11065 WP 001085454.1 IDGEEAAES. .. .KKDE....VAQVDS..VNEEVTLDLGDELEIE
408 SMU RS09530 WP 002262392.1 IEEDNTEEKQSSKEK. .. .... ETDEK. .ADKNLVLELDDTIELE
453 Spy49 1753c ACI62003.1 LEESEEESAMAVASE. ...... E....... TDDLALDLDNGIEIE
115 BSU 16940 NP 389576.2 DNNGVVQQQAEETQEEL .EFE.E. .t vttt e
625 LCA RS02525 WP 011374196.1 SDVPEEDLPTTEDE.QI.NILPDDST. . ... EE.....ouv.o...
1313 DR RS12030 WP 010888966. 1 MAATRAGNAGEAPALAPAPAAPEAA .EA. o oot
1245 Cj1673c YP 002345041.1 DK/ GNCIa[CHNISR A BA KA 0 AR TK AMQNSMEHEGMT . . . . . SGSEDDEGEE . « « o v e e ee e e
1211 C694 RS00795 WP 000963128.1 DK GRS\ ALIFKIADK ABADRITLKBRES IESNEET . . . . . MPLPDEPLEEME. . ..o oottt oot
1214 NCTC11637 00359 SQJ03206.1 DK/ CREBWNRA LMKBK ABADRITLKBRES I[ESNEET. . . . . MPLPDEPLEEME . . o\ v vt et e
1334 RAOC RS04870 WP 004918236.1 DT/ GRANCRDTVRELEKD AR ABIEAKBIEKLQAK . « o o o oot e e e e e e e e e e
1389 A4U84 RSO7560 WP 021112712.1  GT/eReJeRNIPAV KK Aokl A DK BB E@INTLESNPNS . . . . . VLKATASDSNDESDVE. .EFSEEEL. ..........
1130 NGFG RS03960 WP 003688695.1  GARGReIalclomvEVEBAKIA\i:3o08S DA K BIA L NEMEMHT . . . . . TEGTQDETD. .. ... G..ERPEE.............
1124 NGFG RS03960 WP 003688695.1  GARGReXnlcoDRvEvEBAK I 130N S DA A K BIA L NEMEMHT . . . . . TEGTQDETD. .. ... G..ERPEE.............
1123 0K783 RS03845 WP 003688695.1  GALGReIalclnn v R vVERAK)A\13ohiS DA A KB A LNEMEMHT . . . . . TEGTQDETD. .. ... G..ERPEE.............
997991 ABET67 RS13910 WP 014617877.1 GERERI[CRBR(CRERIRIAPIANARBWN KWIEHLEMVPNG. . . . . AVVLAEE.VEEE. . .\ oottt
1427 RS RS02760 WP 011000510.1 GERMNERBCREBIRIAYAIHEARIBEN KWIEHLEMTPNG. . . . . AVTLAEE .VEED . « v vttt e
1165 A1552VC RS01565 WP 000344154.1  GDiGREIAICHANINC KEBRKIAT2o0iA K TIBK KMIEMLLNPENM.. . . . . QLIAETSSAADDVEFG..AVPEEF. ...........
1142 GTF74 RS11550 WP 000344154.1  GDLGREIAIcHANINC KEBRAKIA\I3ohiA K TRBK KBIEMLLNPENM.. . . . . QLIAETSSAADDVEFG. .AVPEEF............
1022 ACIAD RS06390 WP 004925639.1  GNIGXCIeMNIV I REBAEIApINIS TR A VIBIJEQLLTKASD. . . . . QTAA.HDETEEEPDLL....ES.....oouvvu...
1074 ABD1 RS10195 WP 000344167.1  GNLGXeIn[cBNNV I RMF ENEEIABAER NBIEQLLTTGTN.. . . . . GAVQ.I.EDEEEPDLL....LES.............
1205 PSJM300 05545 AFN77183.1  GSEeReIalelAINAA KESAEIAWRIC Qiohelq QI AKLLETSAN . . . .. TKATPVAEDLADADT .« v vv e e e e e

consensus

* * % ok X * * %

Yo Pt By B = o EBERE L A VBEEY. | DLEDELEI E
LDDSEVAETEEETTASKTKAKAKKEEKAVETEEIELELED. .. ..

387
385
385
385
385
381
381
382
377
348
355
363
343
347
347
343
372
348
348
348
352
352
354
354
349
349
347



logo

LEE
NTDB id 600 KW2 RS01765 WP 011675413.1 C 387
NTDB id 269 KZH43 RS08665 WP 001085462.1 IEE 388
NTDB id 228 SPD RS09265 WP 001085462.1 IEE 388
NTDB id 194 SPR RS08825 WP 001085462.1 IEE 388
NTDB id 159 SP RS09750 WP 001085462.1 IEE 388

NTDB id 499 SM12261 RS08315 WP 078228268.1 IEE 384
NTDB id 527 SMSK321 RS11065 WP 001085454.1 IEE 384

NTDB id 408 SMU RS09530 WP 002262392.1 D.. 383
NTDB id 453 Spy49 1753c ACI62003.1 D.. 378
NTDB id 115 BSU 16940 NP 389576.2 R 348
NTDB id 625 LCA RS02525 WP 011374196.1 C 355
NTDB id 1313 DR RS12030 WP 010888966.1 R 363
NTDB id 1245 Cj1673c YP 002345041.1 C 343
NTDB id 1211 C694 RS00795 WP 000963128.1 . 347
NTDB id 1214 NCTC11637 00359 SQJ03206.1 R 347
NTDB id 1334 RAOC RS04870 WP 004918236.1 . 343
NTDB id 1389 A4U84 RS07560 WP 021112712.1 Ce 372
NTDB id 1130 NGFG RS03960 WP 003688695.1 C 348
NTDB id 1124 NGFG RS03960 WP 003688695.1 R 348
NTDB id 1123 0K783 RS03845 WP 003688695.1 R 348
NTDB id 997991 ABET67 RS13910 WP 014617877.1 ... 352
NTDB id 1427 RS RS02760 WP 011000510.1 R 352
NTDB id 1165 A1552VC RS01565 WP 000344154.1 C 354
NTDB id 1142 GTF74 RS11550 WP 000344154.1 R 354
NTDB id 1022 ACIAD RS06390 WP 004925639.1 R 349
NTDB id 1074 ABD1 RS10195 WP 000344167.1 C 349
NTDB id 1205 PSJM300 05545 AFN77183.1 R 347
consensus

X non conserved
B similar
il >50% conserved



