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NTDB id 1426 RS RS05575 WP 011001070.1 MRALLIGFVAGCMALQTRPALAPVWQPALLGLACLLAMALLRRGARLPRLVPVMAVLAAACAGFGWSDWRAQQRLSVVLA 80
NTDB id 997960 ABFB52 RS21645 WP 129973698.1 MRTGMMALAVGLLAP........VFLPALPPVGLLLVLPWVALML....LPFRSYPLAFLLLGFTWAGFNAQMALNDRLP 68
NTDB id 1199 PSJM300 12650 AFN78592.1 MRAGMLALAAGLLLL........RFLPQLPSFGWLLALAPVGLLL....LPFRWRPLAFFLFGLVWACLNAQWALDDRLP 68
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NTDB id 1426 RS RS05575 WP 011001070.1 PAWEGKDIRATGVVAELPEVTEDATRFLFRIESSDAGDAVPPRVRLSWYGLRSWHERQREAEAATDRRAGIPDLQPGQRW 160
NTDB id 997960 ABFB52 RS21645 WP 129973698.1 SRLDGETRWVEGRVVGLPQNAEGVVRFELVDA.RSRHEKLPSLMRLAWYA....................GPEIKSGERW 127
NTDB id 1199 PSJM300 12650 AFN78592.1 VDLDGRTFWLEGQVTGLPDRRGDVVRFELEDI.HSRHAGLPSRIRLAWYG....................GPEIRSGERW 127
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NTDB id 1426 RS RS05575 WP 011001070.1 QLTLRLKRPHSLMNPGGFDGEYAMLADDVRAAGYVYTGKRARNALMGEADAGSGVGLRVERWRAAVRRHLLAALPEARYA 240
NTDB id 997960 ABFB52 RS21645 WP 129973698.1 RLAVKLKRPGGLLNPDAFDYEAWLLAQRIGATGTVKDGQRLAPA..............QWAWRDSIRQRLLAVDAQGR.N 192
NTDB id 1199 PSJM300 12650 AFN78592.1 RLAARLKRPSGMVNPSAFDYEAWLLARRIGATGTIKAGERIAEAA............SSGAWRDRLRQRLLTVEAHGR.A 194
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NTDB id 1426 RS RS05575 WP 011001070.1 PVIVALVVGDQSGIAQADWERFRRTGISHLVSISGLHITMIAGLFGALWMALWRRSFGLARWLRTPLPLRMPAQRAGAVA 320
NTDB id 997960 ABFB52 RS21645 WP 129973698.1 GALAALVLGDGSGLSREDWQTLQDTGTVHLLVISGQHIGLLAALMYALVAGL.......ARVGIW..PLRWPWLPWACGL 263
NTDB id 1199 PSJM300 12650 AFN78592.1 GAIAALVVGDGSGLSTADWRVLQDTGTVHLMVISGQHVGMLAGLLYAVVLLL.......ARWGIW..PQRLPWLPWACGL 265
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NTDB id 1426 RS RS05575 WP 011001070.1 AMAAAFAYCLLAGMGVPAQRTLLMLATVAVARLADRSVPVSLSLCWAAALVALVDPWAVMSAGGWLSFGAVAVIFLAARI 400
NTDB id 997960 ABFB52 RS21645 WP 129973698.1 AFAAALGYGLLAGFDVPVRRACVMVALVLLWRLRFRHLGAWWPLLLAFNGVLLMDPLASLRPGLWLSFIAVAVLIFTFGG 343
NTDB id 1199 PSJM300 12650 AFN78592.1 AFAGALGYGWLAGFEVPVRRACLMVAIVLLWRLRFRHLGVWLPLLIALVGVLMVDPLASLQPGFWLSFVAVALLIWIFRG 345
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NTDB id 1426 RS RS05575 WP 011001070.1 VAADARDDVRRPAWPVRAWRGLRGAARVQLAVTFGLLPLTLLLFQQVSVVSAVANALAIPVVSFVTTPLALMGTA.LPEP 479
NTDB id 997960 ABFB52 RS21645 WP 129973698.1 .......RLGPSRW....WQT...WTRAQWLIAIGLCPVLVALSLPISLSGPLANLLAVPWVSFAVLPPALLGTLLLPIP 409
NTDB id 1199 PSJM300 12650 AFN78592.1 .......RLGVPSW....WRA...LLYAQWAMALGLLPAMLVLGLPVSLSGPLANLLAVPWISVLVVPLALLGSFLLWVP 411
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NTDB id 1426 RS RS05575 WP 011001070.1 WSQPVLIWAEASFAWLMPWLDALALPGGSVWVAPAAPAWAWGLAVVGVPLLLVPGGYRAWAWRAQGAVLLLPMLLARAPA 559
NTDB id 997960 ABFB52 RS21645 WP 129973698.1 YVGEGLLWLAGGLIDGLFRALALIAGRWPAWVPTTMEWWVWALGGLGAVLLLLPRGVP...LRPLGWPLLLVLAFPPRER 486
NTDB id 1199 PSJM300 12650 AFN78592.1 WLGEALLWLAGGLLAVLFELLALIAGWQPAWLASALPLWAWSLVALGTLVLLLPAGVP...LRVLGTLLLAPLLFAPDSR 488
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NTDB id 1426 RS RS05575 WP 011001070.1 PPPGEFRMVAFDIGQGAATLVETAGHRLLFDTGPRQGDLADAADRVIVPYLRGHGVQAIDTLVVSHEDSDHAGGTETVMA 639
NTDB id 997960 ABFB52 RS21645 WP 129973698.1 LAEGVADVWQLDVGQGLAILIRTRHHTLLYDSGPRFGDF.DLGERVVLPALRKLGVEHLDLMLLSHADADHAGGALAVAK 565
NTDB id 1199 PSJM300 12650 AFN78592.1 PEQGRAEVWVFDVGQGLSVLVRTRDHALLYDAGPRYGDF.DIGERVVFPSLRQLGLERLDLMMLSHADSDHAGGALAIQR 567
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NTDB id 1426 RS RS05575 WP 011001070.1 GVPVRTMLASLPPGHGLERQARALGIEPAGCVAGQRWAWDGVAFEILYPVQVPSDRAAVSSNARSCVLRIANARYAAMLA 719
NTDB id 997960 ABFB52 RS21645 WP 129973698.1 GLPVSRVISGDPPGLPE.......ALNAEVCESGRQWQWDGVAFHLWQWA......DAHDSNQRSCVLQIEANGERLLLT 632
NTDB id 1199 PSJM300 12650 AFN78592.1 AMPVGAVLSGEPERLPA.......ALDARSCRTGQRWTWNQVNFSVWRWP......QATNGNQASCVLMVEAAGERLLLT 634
consensus **!! *****!**** **** ! *!**! !**!*! ** * ! *!**!!!! *********!*

logo GDIGDARSQAQAEARDAL ILVADNAGSAEGAPELMAERLVMNQTADRI
WLQLVAPHHGSNRTSSSSAGMVALFLADKALVAQSPADQAGVVAVLFIQSVRSGQSYGHRNARSYFGHPHPAQTVI

L
W

A
K
QRLYGQRAKNAQRGAIHE I

L
R

L
H
R
D
S
T

NTDB id 1426 RS RS05575 WP 011001070.1 GDIGRAQEAALIAAEAPERLMADILLVPHHGSRTSSSGAFLDAVSAQVAVFQVGYRNRYGHPHPQVWQRYGARGIERLRT 799
NTDB id 997960 ABFB52 RS21645 WP 129973698.1 GDIDSAAERDLLNSA..LAVQTRWLQAPHHGSRSSSSMALLKALQPQAVLISRGQGNSFGHPHPTVIARYRKQGIHIHDS 710
NTDB id 1199 PSJM300 12650 AFN78592.1 GDIDAQAERALVDGG..MEVNARWLLAPHHGSNSSSSAVFLAAVAADGALISRSSHNAFGHPHPAVLKRLQNAGAELHDT 712
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NTDB id 1426 RS RS05575 WP 011001070.1 DATGAVVIETRGDALAVRTARSMRPRYWSSALEVAALAETTEPTGAQP 847
NTDB id 997960 ABFB52 RS21645 WP 129973698.1 AEQGAIHLQLGRFQ..PARSMRQQRRFWRDPPLPGAEYR......... 747
NTDB id 1199 PSJM300 12650 AFN78592.1 AEHGALSLQLGAFG..GARRMRDEPRFWREK................. 741
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