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NTDB id 1111 NGFG RS09220 WP 003689814.1 ....MSDLSVLSPFAVPLAAVLGLLVGSFLNVVIYRVPVMMERGWTVFAKEHLNLP............LTDDESRTFNLM 64
NTDB id 997920 AAHK14 RS08205 WP 065274066.1 ....MNFLSENFYFALALAGLLGLCVGSFLNVVIHRTPLIMNREWRKDTAWFLGTQSDLNPNHVKPIQETIANDVPISLS 76
NTDB id 1080 FDQ49 RS18305 WP 022575844.1 MQDIIAYFIQNLTALYIAVALVSLCIGSFLNVVIYRTPRMMEQDWQQECQMLLNP......EQP......IIDHEKLTLS 68
NTDB id 1061 ABD1 RS18470 WP 001152280.1 MQDIIAYFIQNLTALYIAVALVSLCIGSFLNVVIYRTPKMMEQDWQQECQMLLNP......EQP......IIDHERLTLN 68
NTDB id 1403 DSB67 RS12675 WP 010643256.1 .MEVFQYY...PWLFVVFATIFGLIVGSFLNVVIYRLPKIMELEWRRECAESFPE......YKI......EPPKETLTLS 64
NTDB id 1170 A1552VC RS11080 WP 000418747.1 .MELFYFY...PWLFPVLATLFGLIVGSFLNVVIYRLPKIMEREWRAECAASFPE......YGI......TPPEGKLTLS 64
consensus *** ** * *****! *!!!!!!!!*! !**!* *! ** * **!*
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NTDB id 1111 NGFG RS09220 WP 003689814.1 KPDSCCPKCRVPIRAWQNIPIVSYLL.LRGKCASCQTKISIRYPLIELLTGVLFGLVAWQYGWSWITLGGLILTAFLISL 143
NTDB id 997920 AAHK14 RS08205 WP 065274066.1 FPPSRCPKCNHQIRAYENIPVLSWLILLRGKCSSCGNPISMRYPLVELITAPLSVLVIYMLGANVAGVLGLIYLWILIAL 156
NTDB id 1080 FDQ49 RS18305 WP 022575844.1 KPASSCPACHQPIRWYQNIPLISWLV.LRGKCGHCQHPISIRYPAIELLTMLCSLVVVMVFGPTIQMLFGLVLTWVLIAL 147
NTDB id 1061 ABD1 RS18470 WP 001152280.1 KPASSCPACQQPIRWYQNIPVISWLV.LRGKCGHCQHPISIRYPAIELLTMLCSLVVVMVFGPTIQMLFGLVLTWVLIAL 147
NTDB id 1403 DSB67 RS12675 WP 010643256.1 VPRSSCQQCGTQIRIRDNIPVISWLL.LRGKCHNCQAPINARYPLIELLTAFCSGFIAFHFGFSYFTVALVFFTFVLIAA 143
NTDB id 1170 A1552VC RS11080 WP 000418747.1 LPRSTCPHCQTPIRVIDNIPLLSWLA.LRGQCSHCKAPISARYPLIELLTALMSLVIATHFPFGVFAVALLFFSYVLIAA 143
consensus ! !*!* ! *!! * !!!**!*!* !!!*! !* *!**!!!**!!*!** **** ** ** * *** ***!!**

logo TGF IDALFDTLMQYLLPDSQRMFLVTFLPLGILMAMAWGITLGI
L
I
M
A
G

F
V
I
L

A
NL
T
A
D
L
Q
F

G
N
F
G
I
F
S
Y

PT
V
P
SPLNQSDSSAI

V
L
I
WGGYAVMLLIAGFYSLCSFLWLIS ILVACYAKWYVLYFAKVL ILTKGKDTEGMGANYGDFKL ILGAAI

LGAWML
NTDB id 1111 NGFG RS09220 WP 003689814.1 TFIDADTQYLPDSMTLPLIWLGLIFNLDGGF.VPLQSAVLGAVAGYSSLWLLCAVYKLLTGKTGMGNGDFKLIAALGAWL 222
NTDB id 997920 AAHK14 RS08205 WP 065274066.1 TGIDFDTQLLPDRLVFPLGMIGLMVNTQNIF.TSLSSAVWGGLLGFLSFWSVAKLYALITKKDGMGAGDFKLLGAIGAWL 235
NTDB id 1080 FDQ49 RS18305 WP 022575844.1 TFIDFDTQLLPDRFTLPLAALGLGINTFNIY.TSPNSAIWGYLIGFLCLWIVYYLFKVITGKEGMGYGDFKLLAALGAWM 226
NTDB id 1061 ABD1 RS18470 WP 001152280.1 TFIDFDTQLLPDRFTLPLAALGLGINTFNIY.TSPNSAIWGYLIGFLCLWIVYYLFKVITGKEGMGYGDFKLLAALGAWM 226
NTDB id 1403 DSB67 RS12675 WP 010643256.1 TFIDLDTMLLPDQLTLPLMWTGIALALAGISPVSLQDSIIGAMAGYLCLWSVYWLFKLLTGKEGMGYGDFKLLAALGAWL 223
NTDB id 1170 A1552VC RS11080 WP 000418747.1 TFIDFDTLLLPDQLTLPLLWGGIALALLGFSPVSLSDAVIGAMAGYLSLWSIYWLFKLLTGKEGMGYGDFKLLAALGAWL 223
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NTDB id 1111 NGFG RS09220 WP 003689814.1 GISALPVLIFVSSLIGLVAAIVMRVA....KGRHFAFGPALTVSGWIIFTANDSVWRAVNWWLTHPVR... 286
NTDB id 997920 AAHK14 RS08205 WP 065274066.1 GVGMLPFLILVSAVLGSIVGVVLMRLRGE..SRAFAFGPYIAIAGIIALLWGHDV...MGWYLGMYKI... 298
NTDB id 1080 FDQ49 RS18305 WP 022575844.1 GPLMLPLIVLLSSLLGAIIGIILLKLRND..NQPFAFGPYIAIAGWVAFLWGDQI...MKIYLGG...... 286
NTDB id 1061 ABD1 RS18470 WP 001152280.1 GPLMLPLIVLLSSLLGAIIGIILLKLRND..NQPFAFGPYIAIAGWVAFLWGDQI...MKIYLGG...... 286
NTDB id 1403 DSB67 RS12675 WP 010643256.1 GWQSLPMIILLSSVVGVIFGLIQLRLQKQGIEKAFPFGPYLAIAGWVSLIWGHQI...LNWYFTSILGV.. 289
NTDB id 1170 A1552VC RS11080 WP 000418747.1 GWQQLPVIVLLSSVVGVIFGLIQLRQQKKGIDMAFPFGPYLAIAGWFALLWGDKV...IDWYFTTWVGQPL 291
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X non conserved

X similar

X ≥ 50% conserved


