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NTDB id 1251 GC085 RS07725 WP 011946523.1 ATQRIZQ[E 395
NTDB id 1177 A1552VC RS01165 WP 000422572.1 INT AKRIGRARYVIEA 194
NTDB id 1203 PSJM300 01605 AFN76401.1 AINWSRGLVLIRUGINTG GKST LAAM 196
NTDB id 1019 ACIAD RS04205 WP 004922051.1 I\M S KIAE GI\TG GKST LA M 197
NTDB id 997873 SPSIL RS10410 WP 094604682.1 ARBSPRGLVLVTGPTGSGK TTLAAM 197
NTDB id 1307 DR RS10055 WP 010888596.1 IANPAPRGLVLVTGPTGSGKSTTLA M 200
NTDB id 1086 NMV RS00245 WP 002218487.1 TAINPRG VLVTGPTGSGKSTTLAAM  YININNRIF\HILT 196
NTDB id 1116 NGFG RS10615 WP 003690200.1 TARNIPRG VLVTGPTGSGKSTTLAAM  YINIDSNARFNHILT 196
NTDB id 1185 GTF74 RS11940 WP 000350195.1 TANNEY GLVLVTGPTGSGKSTTLAAM Y NEGEGIMSHILT . 196
NTDB id 1176 A1552VC RS01160 WP 000350195.1 WANYERERARANEIENeI e EuunN VIIANRAB A HHNK):uNNN NH 196
NTDB id 1283 ACE17W RS02630 WP 010947729.1 ARGLVLVTGPTGSGKSTTLAA NH 196
NTDB id 1259 GC085 RS10305 WP 010947729.1 ASBIRGLVLVTGPTGSGKSTTLAAL NH 196
NTDB id 1194 PAKAF RS01995 WP 003084552.1 DAMPRGLVLVTGPTGSGKSTTLAAM NH 196
NTDB id 1202 PSJM300 01600 AFN76400.1 IYYPRGLVLVTGPTGSGKSTTLAAM NH 196
NTDB id 1020 ACIAD RS04210 WP 011182164.1 I[N PRGLVLVTGPTGSGKSTTLAAM NH 196
NTDB id 1081 FDQ49 RS05335 WP 006581387.1 I[PRG VLVTGPTGSGKSTTLAAM NH 196
NTDB id 1060 ABD1 RS04380 WP 000355489.1 I[@NPRG VLVTGPTGSGKSTTLAAM NH 196
NTDB id 1040 HON27 RS13360 WP 000355489.1 I[PMPRG VLVTGPTGSGKSTTLAAM NH 196
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NTDB id 1307 DR RS10055 WP 010888596.1 ILVGEMRDMET I|QNA TAAETGHLVGTLHTSA IDRI DVFPJXE (8] [W Q 275
NTDB id 1086 NMV RS00245 WP 002218487.1 ILVGEMRDIJETI[LALTAAETGHLVFGTLHT [AAKT DRI DVFPA[EK MVR 271
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