logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id

997869 SPSIL RS01905 WP 094607456.1

125
279
238
204
169
509
537

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id

997869 SPSIL RS01905 WP 094607456.1

125
279
238
204
169
509
537

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id

997869 SPSIL RS01905 WP 094607456.1

125
279
238
204
169
509
537

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id

997869 SPSIL RS01905 WP 094607456.1

125
279
238
204
169
509
537

consensus

BSU 00870 NP 387968.1

KZH43 RS00140 WP 074017595.1
SPD RS00140 WP 074017595.1

SPR RS00140 WP 074017595.1

SP RS00155 WP 074017595.1
SM12261 RS00130 WP 078228442.1
SMSK321 RS07120 WP 080550752.1

BSU 00870 NP 387968.1

KZH43 RS00140 WP 074017595.1
SPD RS00140 WP 074017595.1
SPR RS00140 WP 074017595.1

SP RS00155 WP 074017595.1
SM12261 RS00130 WP 078228442.1
SMSK321 RS07120 WP 080550752.1

BSU 00870 NP 387968.1

KZH43 RS00140 WP 074017595.1
SPD RS00140 WP 074017595.1

SPR RS00140 WP 074017595.1

SP RS00155 WP 074017595.1
SM12261 RS00130 WP 078228442.1
SMSK321 RS07120 WP 080550752.1

BSU 00870 NP 387968.1

KZH43 RS00140 WP 074017595.1
SPD RS00140 WP 074017595.1

SPR RS00140 WP 074017595.1

SP RS00155 WP 074017595.1
SM12261 RS00130 WP 078228442.1
SMSK321 RS07120 WP 080550752.1

AT RUR 5 P TE, o e R e B

MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNARVSLTGERRKTKPMKLAEVTSINVNRTKTEMEEF
MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNARVSLTGESRKTKPMKLAEVTSINVNRTKTEMEEF

MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNARVSLTGEMSMKTKPMKLAEVTSINVNRTKTEMEEF
MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNARVSLTGEMSMKTKPMKLAEVTSINVNRTKTEMEEF
MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNARVSLTGESRKTKPMKLAEVTSINVNRTKTEMEEF
MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNARVSLTGEMSMKTKPMKLAEVTSINVNRTKTEMEEF

N RN N T Dr DLk DDk Dotk LD kotokkok ok ook ok ok kok | Lokokokokok ook bk ok |+ LRk ] |

Il \/\/K i KSMQV&IQLiguVLYVS Y NRERL DS T 1

BGTVLYVSGEESAQQIKLRAERLGDIDSEFYLYAETNMQSVR]
NRVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQVEGTVLYVSGEESAQQIKLRAERLGDIDSEFYLYAETNMQSVR
NRVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQVEGTVLYVSGEESAQQIKLRAERLGDIDSEFYLYAETNMQSVR
NRVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQVEGTVLYVSGEESAQQIKLRAERLGDIDSEFYLYAETNMQSVR]
NRVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQVEGTVLYVSGEESAQQIKLRAERLGDIDSEFYLYAETNMQSVR
NRVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQVEGTVLYVSGEESAQQIKLRAERLGDIDSEFYLYAETNMQSVR]

I * % Do Dok DD L Dok Do Do 0 0o 100 sk skok ook ok ok sk ok ok | * % %

~~~~~~~~~~~~~~ R e R B

AEVERIQPDFLIIDSIQTIMSPEISGVQGSVSQVREVTAELMQLAKTNNIAIFIVGHVTKEGTLAGPRMLEHMVDTVLYF
AEVERIQPDFLIIDSIQTIMSPEISGVQGSVSQVREVTAELMQLAKTNNIAIFIVGHVTKEGTLAGPRMLEHMVDTVLYF
AEVERIQPDFLIIDSIQTIMSPEISGVQGSVSQVREVTAELMQLAKTNNIAIFIVGHVTKEGTLAGPRMLEHMVDTVLYF
AEVERIQPDFLIIDSIQTIMSPEISGVQGSVSQVREVTAELMQLAKTNNIAIFIVGHVTKEGTLAGPRMLEHMVDTVLYF

kkkokkkk |k [ I % [ R I I B B [ I B L T B A I T T T T I B A A A |

ERATERILRAAIRR T o L HEER DA SMT LT

EGERHHTFRILRAVKNRFGSTNEIGIFEMQSGGLVEVLNPSQVFLEERLDGATGSSIVVTMEGTRPILAEVQALVTPTMF
EGERHHTFRILRAVKNRFGSTNEIGIFEMQSGGLVEVLNPSQVFLEERLDGATGSSIVVTMEGTRPILAEVQALVTPTMF

EGERHHTFRILRAVKNRFGSTNEIGIFEMQSGGLVEVLNPSQVFLEERLDGATGSSIVVTMEGTRPILAEVQALVTPTMF
EGERHHTFRILRAVKNRFGSTNEIGIFEMQSGGLVEVLNPSQVFLEERLDGATGSSIVVTMEGTRPILAEVQALVTPTMF
EGERHHTFRILRAVKNRFGSTNEIGIFEMQSGGLVEVLNPSQVFLEERLDGATGSSIVVTMEGTRPILAEVQALVTPTMF

EGERHHTFRILRAVKNRFGSTNEIGIFEMQSGGLVEVLNPSQVFLEERLDGATGSSIVVTMEGTRPILAEVQALVTPTMF
Tl T L L L D e L L Tk DL L Dk 1 D hk bk Db e ok b0 L L Dk L 1] Y

155
160
156
156
156
156
156
156

235
240
236
236
236
236
236
236

315
320
316
316
316
316
316
316



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id

997869 SPSIL RS01905 WP 094607456.1

125
279
238
204
169
509
537

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id

997869 SPSIL RS01905 WP 094607456.1

125
279
238
204
169
509
537

consensus

BSU 00870 NP 387968.1

KZH43 RS00140 WP 074017595.1
SPD RS00140 WP 074017595.1

SPR RS00140 WP 074017595.1

SP RS00155 WP 074017595.1
SM12261 RS00130 WP 078228442.1
SMSK321 RS07120 WP 080550752.1

BSU 00870 NP 387968.1

KZH43 RS00140 WP 074017595.1
SPD RS00140 WP 074017595.1

SPR RS00140 WP 074017595.1

SP RS00155 WP 074017595.1
SM12261 RS00130 WP 078228442.1
SMSK321 RS07120 WP 080550752.1

T 0EREL) ALY LR N A LAA T i

GNAKRTTTGLDFNRASLIMAVLEKRAGLLLQNQDAYLKSAGGVKLDEPAIDLAVAVATIASSYKDKPTNPQECFVGELGLT]
GNAKRTTTGLDFNRASLIMAVLEKRAGLLLQNQDAYLKSAGGVKLDEPAIDLAVAVATASSYKDKPTNPQECFVGELGLT]

GNAKRTTTGLDFNRASLIMAVLEKRAGLLLONQDAYLKSAGGVKLDEPAIDLAVAVATASSYKDKPTNPQECFVGELGLT]
GNAKRTTTGLDFNRASLIMAVLEKRAGLLLQNQDAYLKSAGGVKLDEPAIDLAVAVATASSYKDKPTNPQECFVGELGLT]
GNAKRTTTGLDFNRASLIMAVLEKRAGLLLONQDAYLKSAGGVKLDEPAIDLAVAVATASSYKDKPTNPQECFVGELGLT]
GNAKRTTTGLDFNRASLIMAVLEKRAGLLLQNQDAYLKSAGGVKLDEPAIDLAVAVATASSYKDKPTNPQECFVGELGLT]

e N N N o o N I N R R I I N R e e I N R N R dor Vokokorok L 1k D 1|
AR EORIEAMRL o s et Heol o
454
.. 458
GEIRRVNRIEQRINEAAKLGFTKIYVPKNSLTGITLP . 453
GEIRRVNRIEQRINEAAKLGFTKIYVPKNSLTGITLP . 453
GEIRRVNRIEQRINEAAKLGFTKIYVPKNSLTGITLP . 453
GEIRRVNRIEQRINEAAKLGFTKIYVPKNSLTGITLP . 453
GEIRRVNRIEQRINEAAKLGFTKIYVPKNSLTGITFPR . 453
GEIRRVNRIEQRINEAAKLGFTKIYVPKNSLTGITIZP . 453

Pl bk D D Dok DL D sokkokok Dok Dok e kokokor 1 L kokokok Lk ok

X non conserved
B similar
>50% conserved

395
400
396
396
396
396
396
396



