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NTDB id 1045 H0N27 RS16330 WP 168727019.1 MAEQQPLVLLVDDEEDLCLLMQMTLARMGIKTHLAYRVEQAKQLFTQFHYDACLTDLNLPDGSGLDLVKHVS.QNYPNTP 79
NTDB id 997787 ABDK11 RS03105 WP 346838847.1 ...MQPLALVIDDEPDICELLTLTLRRMEVQCHTAADLAHARHLLERNHYDFCLTDMRLPDGDGLQLVEEIQEQRGGDTP 77
NTDB id 1473 PAKAF RS24000 WP 003094694.1 ..MSRQKALIVDDEPDIRELLEITLGRMKLDTRSARNVKEARELLAREPFDLCLTDMRLPDGSGLDLVQYIQ.QRHPQTP 77
consensus ****!**!!!*!***!* *!!*!! * ***! * !* !* * **! !!!!**!!!!*!!*!! ** !* **!!

logo

I
VAMVLITAHYGSNLMDI

TAIANQALKLAGAFDFLVTSKPVNDQLEGVHRLDRAEQLLVAQKLTALNRRLQREKNVPHEAGHDEGEPTTAEQNPTADELEHVDNTKNQRLLLIGENRASLPSNP I
M
Q
R
A
Q
RLREINAQIAGKKI

L
VAR

NTDB id 1045 H0N27 RS16330 WP 168727019.1 IAVLTAYGNMDIAIAALKAGAFDFVSKPVNQVHLDQLLQKALNRQKVEHDTTENALENKLLIGRSLPIQQLRIAIKKIAR 159
NTDB id 997787 ABDK11 RS03105 WP 346838847.1 VAVITAHGNMDTAINALKLGAFDFVSKPVDLERLRALVQLALRLREPHGGP.QTDEHTQLLIGNASNMRRLREQIAKVAR 156
NTDB id 1473 PAKAF RS24000 WP 003094694.1 VAMITAYGSLDTAIQALKAGAFDFLTKPVDLGRLRELVATALRLRNPEAEE.AP..VDNRLLGESPPMRALRNQIGKLAR 154
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NTDB id 1045 H0N27 RS16330 WP 168727019.1 SQAPVFVTGESGTGKEVVANLVHRLSNRSEGPFIAINCGAIPTELMESELFGHKKGSFTGATQDKQGLILSAHGGSLFLD 239
NTDB id 997787 ABDK11 RS03105 WP 346838847.1 SNAPIYISGESGSGKELAARAIHTQGPRADHPFVPINCGAIPAELMESEFFGHRKGSFTGAHRDKPGLLQSAAGGTLFLD 236
NTDB id 1473 PAKAF RS24000 WP 003094694.1 SQAPVYISGESGSGKELVARLIHEQGPRIERPFVPVNCGAIPSELMESEFFGHKKGSFTGAIEDKQGLFQAASGGTLFLD 234
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NTDB id 1045 H0N27 RS16330 WP 168727019.1 EIAELPLSMQVKLLRAVQEKKIRPVGSDQEIDVDFRVISASHQDLDLLVRQGKFRQDLFFRIHVMDLILPPLRERGEDVL 319
NTDB id 997787 ABDK11 RS03105 WP 346838847.1 EVADLPLEMQVKLLRAIQEKSIRPIGASEETPIDVRILSATHKDLAREVAEGRFRSDLYYRINVIEIAVPPLRDRVEDIP 316
NTDB id 1473 PAKAF RS24000 WP 003094694.1 EVADLPMAMQVKLLRAIQEKAVRAVGGQQEVAVDVRILCATHKDLAAEVGAGRFRQDLYYRLNVIELRVPPLRERREDIP 314
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NTDB id 1045 H0N27 RS16330 WP 168727019.1 LLANHFIQKICMEWETPPKQLTEAAETYLLQQHFPGNVRELRNMIERAITLSEDATIDISHLHPAPLRANI.SNPFASAA 398
NTDB id 997787 ABDK11 RS03105 WP 346838847.1 LLAETIMQRIAGST...APRLAEDTLAALRSYAFPGNVRQLENILERAFTLSDQRIIRARDLLLDREAAQAIEEQAAPVA 393
NTDB id 1473 PAKAF RS24000 WP 003094694.1 LLAERILKRLAGDTGLPAARLTGDAQEKLKNYRFPGNVRELENMLERAYTLCEDDQIQPHDLRLADAPGAS......... 385
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NTDB id 1045 H0N27 RS16330 WP 168727019.1 QSIQTT..VAAPQAVKKLPSEGLERYLENIEKDILLNALNMTHWNRTLAAKKLGMTFRSLRYRLKKFGLDTETEQEV 473
NTDB id 997787 ABDK11 RS03105 WP 346838847.1 APPPTEIEPAYTGQFDPGHYTSLDEFLQSIERGAIEQALNETRWNRTAAAQKLGISFRSLRYRLKKLGLED...... 464
NTDB id 1473 PAKAF RS24000 WP 003094694.1 ..........QEGAASLSEIDNLEDYLEDIERKLIMQALEETRWNRTAAAQRLGLTFRSMRYRLKKLGID....... 445
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