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NTDB id 1131 NGFG RS05740 WP 003695064.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDR.NGQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 1103 NMB RS07590 WP 002212976.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDR.NGQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 1390 A4U84 RS00055 WP 021115958.1 ..MAGVNKVIIVGNLGNDPDMRTMPNGDAVATLSVATSESWNDKMTGERREVTEWHRIVFFRRQAEVAGQYLRKGSKVYV 78
NTDB id 997786 ABDK11 RS02955 WP 346838819.1 .MARGINKVILIGNLGADPETRYMPSGGAVTNVNLATSESWKDKQTGQQQERTEWHRVVFFNRLAEIAGEYLRKGSKVYI 79
NTDB id 1166 A1552VC RS00795 WP 000168289.1 MASRGVNKVILIGNLGQDPEVRYMPSGGAVANITIATSETWRDKATGEQKEKTEWHRVTLYGKLAEVAGEYLRKGSQVYI 80
consensus **!!!!**!*!! !!**!*!!*!*!! ****!!!!*!*!* *!** !*!!!!********!!*!!*!!*!!* !!*

logo EGKQSR I
L
K
R
Q
S
TRKYWQGDQKNNDSGI

Q
E
DRTYSATYTDEVIQVGVADQSNGYNGI

V
E
L
MKQMLDGSGRAGSNDQSEGNQSGDGFMYGPAGAGQPGNYMQGGSDEQEGGMWYDGNVQAPQSQGGPAGQYGTNQAQYNQGEQGSAGFWYGSDGNQQYAGQGQRNPDNNSF

NTDB id 1131 NGFG RS05740 WP 003695064.1 EGRIQSRKYQGK.DGIERTAYDIVAN....EMKMLGGRNENSGGAPY...DEGYGQS........QE.AY....QRP... 132
NTDB id 1103 NMB RS07590 WP 002212976.1 EGRIQSRKYQGK.DGIERTAYDIVAN....EMKMLGGRNENSGGAPY...EEGYGQS........QE.AY....QRP... 132
NTDB id 1390 A4U84 RS00055 WP 021115958.1 EGKLKTRKWQDQ.NGQDRYTTEIQGD....VLQMLDSRSSGGDFGGNQGS..GWNQA..PAQTNYNQGGYSDNYAQNNNF 149
NTDB id 997786 ABDK11 RS02955 WP 346838819.1 EGSLRTRKWQDKNSGQDRYTTEIVAS....EMQMLDGRGDQGGYGQGMGGQGGYDQQQGGGYGQQQGGGFGGQQGGPDSF 155
NTDB id 1166 A1552VC RS00795 WP 000168289.1 EGQLQTRKWQDQ.SGQDRYSTEVVVQGYNGIMQMLGGRAQQGGMPA....QGGMNVP.......AQQGSW.......... 138
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FDDDIPF
NTDB id 1131 NGFG RS05740 WP 003695064.1 AQQSRQPAPDAPSH..........PQEAPAAPRRQPVPAAAPVEDIDDDIPF 174
NTDB id 1103 NMB RS07590 WP 002212976.1 AQQSRQPASDAPSH..........PQEAPAAPRRQPVPAAAPVEDIDDDIPF 174
NTDB id 1390 A4U84 RS00055 WP 021115958.1 NGGNA...............TRPQPAQK......PAAQAEPPMDNFDDDIPF 180
NTDB id 997786 ABDK11 RS02955 WP 346838819.1 NQGRSAPSPMAPSNQPQQPAQQ..PAQQPA.QQPNQAPAGGFDNSFDDDIPF 204
NTDB id 1166 A1552VC RS00795 WP 000168289.1 .............GQPQQPAKQHQPMQQSAPQQYSQPQYNEPPMDFDDDIPF 177
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