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NTDB id 997764 KZZ19 RS21475 WP 237979554.1 VSLQLGHVYMGKDQLVRETMSLLNNQE...GRVTEEDIVGCVEMMQSEGKVIIEEERVYLASLFYSEKGVVKSIRRLMNQ 315
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NTDB id 997764 KZZ19 RS21475 WP 237979554.1 E.ETPAFPEAEVLKTLGEIEEQLKVQYAPLQQEAVQTALHKPMMLLTGGPGTGKTTVIKGIVEMYASLHGLSLNTNEYSD 394
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