logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id

1029 TT RS02230 WP 011228203.1

1169 A1552VC RS11075 WP 000648511.1
1402 DSB67 RS12670 WP 010643257.1
1112 NGFG RS09215 WP 003689811.1
1113 AAA85695.1 219..1451( )

1252 GCO85 RSO7730 WP 011213805.1
1198 PSJM300 03950 AFN76868.1

1016 ACIAD RS01680 WP 004920476.1
997668 ABER85 RS13200 WP 346534725.1
1059 ABD1 RS01610 WP 000279215.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id

1029 TT RS02230 WP 011228203.1

1169 A1552VC RS11075 WP 000648511.1
1402 DSB67 RS12670 WP 010643257.1
1112 NGFG RS09215 WP 003689811.1
1113 AAA85695.1 219..1451( )

1252 GCO85 RSO7730 WP 011213805.1
1198 PSJM300 03950 AFN76868.1

1016 ACIAD RS01680 WP 004920476.1
997668 ABER85 RS13200 WP 346534725.1
1059 ABD1 RS01610 WP 000279215.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id

1029 TT RS02230 WP 011228203.1

1169 A1552VC RS11075 WP 000648511.1
1402 DSB67 RS12670 WP 010643257.1
1112 NGFG RS09215 WP 003689811.1
1113 AAA85695.1 219..1451( )

1252 GCO85 RSO7730 WP 011213805.1
1198 PSJM300 03950 AFN76868.1

1016 ACIAD RS01680 WP 004920476.1
997668 ABER85 RS13200 WP 346534725.1
1059 ABD1 RS01610 WP 000279215.1

consensus

érigh FSLEL EK%Y'fpﬁ RR%@KLVEAE'-_SA ﬁlsélf-6§ \. HVé EWBEtS%K'%B:E e LLK%'KQE

ENEDERTRAARLIBIDREMFNMAEMREP GIIGEQAEVRIPALERGPGLK
GSVSELAR. .. .. LT KSK

Iskskskskk  kk  kxk * %k %

DMIRQLAT i MJA el el o el

D WNIF RQLATM
DITIMTRQLATM
DITIFTRQ ATM
DIT FTRQL TM
DIT FTRQL TM

DIT F RQLATM
DIﬁ FTRQ ATM

DIMIFTRQLATM KAGVPLVQAFEIVAEGI® NPE\MR
DITIFTRQLATM KAGVPLVQ FEIVAEG|R NPEIMRE
DITIFTRQLATM KAGVPLVQ FEIVAEGI® NPE\MRE
1 okokok [ Pk |k * | k% * ok kokok  ckk o kokokok |okok kokk ok ! kokok D kskx || (I
DR oo oo el st JBLATD o e e
EL\'?LDBLATYKEKT lfﬁK 9 \L/\./l_kA % v TF ELILMV E,EER BW.
B
Q

VIIWVAIG
IIWAIG

AUYKEKSEWL
ANYKEKSERL
ANYKEKSERL
sokokokokok |oskok D Dskok skk Dokokok Dk | Dok | ! sokokokokkokok |1 skokokok ok Dok | Dokok Dokokokok ok Dokokokok ok ok

144
148
147
150
150
147
146
149
149
149

224
228
227
230
230
227
226
229
229
229



logo

NTDB id 1029 TT RS02230 WP 011228203.1

NTDB id 1169 A1552VC RS11075 WP 000648511.1
NTDB id 1402 DSB67 RS12670 WP 010643257.1
NTDB id 1112 NGFG RS09215 WP 003689811.1
NTDB id 1113 AAA85695.1 219..1451( )

NTDB id 1252 GC085 RS07730 WP 011213805.1
NTDB id 1198 PSJM300 03950 AFN76868.1

NTDB id 1016 ACIAD RS01680 WP 004920476.1
NTDB id 997668 ABER85 RS13200 WP 346534725.1
NTDB id 1059 ABD1 RS01610 WP 000279215.1
consensus

logo

NTDB id 1029 TT RS02230 WP 011228203.1

NTDB id 1169 A1552VC RS11075 WP 000648511.1
NTDB id 1402 DSB67 RS12670 WP 010643257.1
NTDB id 1112 NGFG RS09215 WP 003689811.1
NTDB id 1113 AAA85695.1 219..1451( )

NTDB id 1252 GCO85 RS07730 WP 011213805.1
NTDB id 1198 PSJM300 03950 AFN76868.1

NTDB id 1016 ACIAD RS01680 WP 004920476.1
NTDB id 997668 ABER85 RS13200 WP 346534725.1
NTDB id 1059 ABD1 RS01610 WP 000279215.1
consensus

<0

logo

NTDB id 1029 TT RS02230 WP 011228203.1

NTDB id 1169 A1552VC RS11075 WP 000648511.1
NTDB id 1402 DSB67 RS12670 WP 010643257.1
NTDB id 1112 NGFG RS09215 WP 003689811.1
NTDB id 1113 AAA85695.1 219..1451( )

NTDB id 1252 GCO85 RS07730 WP 011213805.1
NTDB id 1198 PSJM300 03950 AFN76868.1

NTDB id 1016 ACIAD RS01680 WP 004920476.1
NTDB id 997668 ABER85 RS13200 WP 346534725.1
NTDB id 1059 ABD1 RS01610 WP 000279215.1
consensus

el v e LAY

LP FG V
lPI INKABJTA FSRTLAT FAAG P I\ LIS TA)@Y GN
GE NKART A FSRTLAT F AG P WALIS T |9} GN

PIFGD VIK J§IAR IRFAAGVPLVDEL STAGAEGN
PIFGD VK UNTIAR IRFAAGVPLVDEL STAGAR\GN
A G l LP GE IXKAINT ARF RTL lTFAAG PLV ALKSVAGATGN
i AR FiA WRSIXKFRIWYPFDRL L P \YGD MK K ARF RTL TTFAAGVPLVDAL S|JAGATGN

M GAATJ\ FL)XA JSRS){ FRpIN| DRL L LPINGD VMKANWIAR SRTLATTFAAGVPL DALESTAGATNNE YE

IA LPIFGD
IA GAYII FLIBAKISRSIAKFRIY D LI\L LPIFGD VMKAMIAR SRTLATTFAAGVPL DAL STAGATENN IYE
* %k k * % * % % * ok * % % kotockokok Dokok Dok |k ! ! * 11 S * 1 okok kokook | okok ok ok

ey Regben e sra R el s ) CHESCaDe Lo et Dl g P oy

QMVWIGEESGELD MLNKVApWIYEIJEVDN
QMVEIIGEESGRILD MLRK ARWYEIREVDN
QME IGEESG LD MLIJKEIAIRXFYEINEVDNAVGIL BMMEP I
QM IGEESG LD MLIYKEAIRFYEINEVDNAViYL BMMEP I
QMVAIGEESGAL [IMLEKVAWFYEREV NAVD L KJBBEP I
QMPAIGEESGALD MLEKVAWFYEWEVDNIIVD LTINSMEP I
QMVAIGEESGALD MLKVAN YESEVDEAVD LTEMMEPLI
QMVAIGEESGALDEMLINKVARY YEREVDNAVD LTEMMEPLI

QMVAIGEESGALDEMLMKVAW YENEVDNAVD LTEMMEPLI
DRk D UL Dok Dok L1 1ok D ok DD Dok Dok Lk o b Loorsokor 1 |

AeixAEégAé,BS fPRs...BL.

YEVESSY Y REZL XA

kil

IA Gj§

VDNL[GQ@REPL T

* %k kkk | okokokok

o YL e

VNXLACe

406
408
407
410
410
406
405
408
408
408

AMYLPIF
AMYLPIF
AMYLPIF

X non conserved
B similar
> 507 conserved

303
308
307
310
310
307
306
309
309
309

383
387
386
389
389
386
385
388
388
388



