logo

NTDB id 997664 ABER85 RS12745
NTDB id 1044 HON27 RS16325 WP
consensus

logo

NTDB id 997664 ABER85 RS12745
NTDB id 1044 HON27 RS16325 WP
consensus

logo

NTDB id 997664 ABER85 RS12745
NTDB id 1044 HON27 RS16325 WP
consensus

logo

NTDB id 997664 ABER85 RS12745
NTDB id 1044 HON27 RS16325 WP
consensus

logo

NTDB id 997664 ABER85 RS12745
NTDB id 1044 HON27 RS16325 WP
consensus

logo

NTDB id 997664 ABER85 RS12745
NTDB id 1044 HON27 RS16325 WP
consensus

logo

NTDB id 997664 ABER85 RS12745
NTDB id 1044 HON27 RS16325 WP
consensus

WP 346534698.

206677389.1

WP 346534698.

206677389.1

WP 346534698.

206677389.1

WP 346534698.

206677389.1

WP 346534698.

206677389.1

WP 346534698.

206677389.1

WP 346534698.

206677389.1

U LSLTIELTYCRL WAL LY TORTELORPALSTLL RLLSLTLL TR

MQFPLNSSLSHTIFRLGTWYGLYRLITIAVSLNIILVLTDAQTRNSLQQPALYSYTLLGYSLLSLVQLLCFKFIATQATRAQ
MQFPLNSSLSHTIFRLGTWYGLYRLITIAVSLNIILVLTDAQTINSLQQPALYSYTLLGYSLLSLVQLLCFKFIATQATRQ

[ T e e e O O I B e e A R A e

DI DLUENECOLONTATFTEA LM L TULAYAT YRRV LT

LILFFIVDIICLSLLTFSVGEPNLQLSLLYVIAIFTSAILLSARMSLLITLLAVIAVIYQRFVGSLFDYNNLNTIGNSAL
LILFFIVDIICLSLLTFSVGEPNLQLSLLYVIAIFTSAILLSARMSLLITLLAVIAVIYQRFVGSLFDYNNLNTIGNSAL
PELL e rrrrrrrrrrrrrrrrrnt

AHEE ) CRRRLLEAL R YRR LRI AL O

LAFLFFVVHGIGQIAVQRFKLLEALTFHQSIELYQLQNINRYILEQIEEGYLVLDENYDIVVSNPAACSLLGIPPQFANE
LAFLFFVVHGIGQIAVQRFKLLEALTFHQSIELYQLQNINRYILEQIEEGYLVLDENYDIVVSNPAACSLLGIPPQFANE
PErr e e e rrrrrrrrrrrrrrrrrnt

L DLALEERUR LRI Y E DS

IQLKISDSSLKFLFDEKQLRQVMINLVRNALRHNA DSPYITINIHSQTNKIYIDVIDYGEGVSKRDISQLFKPFFST
HSIQLKISDSSLKFLFDEKQLRQVMINLVRNALRHNAIZDSPYITINIHSQTNKIYIDVIDYGEGVSKRDISQLFKPFFST
] ]

522
522

80

160
160

240
240

320
320

400
400

480
480



(> S

non conserved
similar
>50% conserved



