
logo MQQEQHQPTFYFFFDYETWGTVNSPAKDRPSQFAGVRTDMDFNI IGEPLVIYCQLPANDYLPAPEAAL ITGI ITPQKAMNASQGLAPEPEF IAKR
NTDB id 99758 AL475 RS08910 WP 104965793.1 MQQQHQPTYFFFDYETWGTSPAKDRPSQFAGVRTDMDFNIIGEPLVIYCQLPADYLPAPEAALITGIIPQKAMAQGLPEPEFIAK 85
NTDB id 1141 GTF74 RS08270 WP 001183680.1 MQQEHQPTFFFFDYETWGVNPAKDRPSQFAGVRTDMDFNIIGEPLVIYCQLPNDYLPAPEAALITGITPQKANSQGLAEPEFIAR 85
consensus !!! !!!!*!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!! !!!! !!!*!!!!!!*

logo IHAELSTPNTI
T
N
SLGYNS IRFDDEVTRYTCYRNF ILDPYAWSWQHNGNSRWDLLDVLMRACHALRPEGI EVWPENDDEGFTSFKLEHLSKVA

NTDB id 99758 AL475 RS08910 WP 104965793.1 IHAELSTPNTTSLGYNSIRFDDEVTRYTCYRNFLDPYAWSWQNGNSRWDLLDVMRACHALRPEGIVWPENDEGFTSFKLEHLSKA 170
NTDB id 1141 GTF74 RS08270 WP 001183680.1 IHAELSTPNTINLGYNSIRFDDEVTRYTCYRNFIDPYAWSWQHGNSRWDLLDVLRACHALRPEGIEWPENDDGFTSFKLEHLSVA 170
consensus !!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!*!!!!!!!!*!!!!!!!!!!*!!!!!!!!!!! !!!!!*!!!!!!!!!!! !

logo NGI EHESNAHDAMADVIATI ELAKKVKAAQPKLFDYFFSTMRHKRKLNTEL IDIVNMQTPLMHVSGMLGRECRHQYTSWIVP IAWHPTNQN
NTDB id 99758 AL475 RS08910 WP 104965793.1 NGIEHENAHDAMADVIATIELAKKVKAAQPKLFDYFFSMRHKRKLNELIDIVNMTPLMHVSGMLGRECQYTSWIVPIAWHPTNQN 255
NTDB id 1141 GTF74 RS08270 WP 001183680.1 NGIEHSNAHDAMADVIATIELAKKVKAAQPKLFDYFFTMRHKRKLTELIDIVNQTPLMHVSGMLGRERHYTSWIVPIAWHPTNQN 255
consensus !!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!! !!!!!!! !!!!!!!!!!!!!**!!!!!!!!!!!!!!!!

logo AVIVAVDLAGKDPQPL ILDELDAVDEATLHQARLYTRHYDEDLAPDELPVPVKLVHLNKCP I LAPAKTLTAENAAQKTIG IDRELQCLAHNLANRVIRQHP
NTDB id 99758 AL475 RS08910 WP 104965793.1 AVIVADLAKDPQPLIDLDVDALHARLYTRHDDLAPDELPVPVKLVHLNKCPILAPAKTLTAENAATIGIDRELCLANLARIRQHP 340
NTDB id 1141 GTF74 RS08270 WP 001183680.1 AVIVVDLGKDPQPLLELDAETLQARLYTRYEDLAPDELPVPVKLVHLNKCPILAPAKTLTAENAQKIGIDREQCLAHLNVIRQHP 340
consensus !!!! !!*!!!!!!**!! * !*!!!!!!**!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!! !!!*! !!!!!

logo E IREKLAVATLVFGS IQEREFENAQESNSDVDSTQLYADGFFSPADKRAAME I IRSTTAKPELNLGESLADIRTFVASDKR IDEPLLFRYRARHNFYPHWTLDTDENTDEQRR
NTDB id 99758 AL475 RS08910 WP 104965793.1 EIREKLAALFGIEREFEASNDVDTQLYDGFFSPADKAAMEIIRSTKPELLGELDITFSDKRIDPLLFRYRARNFPWTLDENDQRR 425
NTDB id 1141 GTF74 RS08270 WP 001183680.1 EIREKLVTVFSQEREFNQESDVDSQLYAGFFSPADRAAMEIIRTTAPENLGSLAIRVADKRIEPLLFRYRARHYPHTLTDTEQRR 425
consensus !!!!!! *! !!!! !!!*!!! !!!!!!!*!!!!!!!*! !! !! ! ! !!!!*!!!!!!!!!**!*!! * *!!!

logo WAANHCRDYFYERTHNLEPDGYMLNLENLVHEHEQASDEPKKI
MAI LKSVYHQYVEKLACS

NTDB id 99758 AL475 RS08910 WP 104965793.1 WANHCRDYYETHLPDYMLNLENLVHEHESDEKKIAILKSVYQYVEKLAS 474
NTDB id 1141 GTF74 RS08270 WP 001183680.1 WAAHCRDYFERNLEGYMLNLENLVHEHQADPKKMAILKSVYHYVEKLAC 474
consensus !! !!!!!*! *!* !!!!!!!!!!!! !*!!*!!!!!!!*!!!!!!*
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