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NTDB id 369 SMU RS04255 WP 002263293.1 MFKIFKRLNAKEWGMVLLSTAFICLAVWMDLKTPEYMSNITTLLQTKGTTASDIMDPGSKMLMFSFGSFFMAVLVGFLAS 80
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NTDB id 997560 ABC806 RS01770 WP 000601684.1 LNPIMMGISSGLSVAIYWIGAYVINDAA............PIARLPLFSDMIVFMSYAM..................... 273
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NTDB id 997560 ABC806 RS01770 WP 000601684.1 ................................................................................ 273
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