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BN NKVIL GRILGRDPEVRYMPNG AV{ENIISVATSETWRD

WUl NKVIL GRLGRDPEVRYMPNG AVINIgSVATSETWIYD

..MAGVNKVI VGNLG DP BMPNG AVAR
NG NKVI VGNLG DPE RT

MASRGVNKVIL GNLG DPEVRYMPEJGEAVANI
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. SREPASDAPEHPQEAPAINI 174
.SRMPAPDAP HPQEAPA 174
QNNMFNEGNAMR . . . QP K PAAQAEPPM 180
QTASRPA. . .QQ. AAKQAA Kig AQAEPPM 178
..H PMQQ ....... SAPQQYS . 177
SEGSQPAAR . PQSI¥ . 179
SEGAQERP. QQS 178
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X non conserved
B similar
Bl >50% conserved
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