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NTDB id 1347 HI 0435 AAC22094.1 ....GSGSLLSPAGSITFDDRSNLLVIQDEPRSVQNIKKLIAEMDKPIEQIAIEARIVTITDESLKELGVRWGIFNPTEN 217
NTDB id 1373 NTHI RS02645 WP 011272046.1 ....GSGSLLSSAGSITFDDRSNLLVIQDEPRFVQNIKKLIAEMDKPIEQIAIEARIVTITDESLKELGVRWGIFNPTEN 217
NTDB id 1193 PA5040 NP 253727.1 TSDGGQEGKEGGRGSITVDDRTNSIIAYQPQERLDELRRIVSQLDIPVRQVMIEARIVEANVGYDKSLGVRWGGAYHKGN 479
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NTDB id 1175 A1552VC RS12105 WP 000788426.1 ...EGNVNMLSERGSISIDERTNSLLIRELPDNIAVIREIIESLDIPVKQVQIEARIVTVKEGNLEELGVRWGVMSTNGS 350
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NTDB id 1381 A4U84 RS02010 WP 021113424.1 HYKLAGNLEGN.......................GLTT..NNLNVNF..PVNPSASVALQIAAI.NSRVLDLELTALESE 257
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NTDB id 1381 A4U84 RS02010 WP 021113424.1 NNIEIIASPRLLTTDKKTASIKQGTEIPYAMYSKKEEITDIEFREAVLGLEVTPHISKQNQILLDLAISQNSPNNQIN.. 335
NTDB id 1347 HI 0435 AAC22094.1 NNVEIIASPRLLTTNKKSASIKQGTEIPYIVSNTRNDTQSVEFREAVLGLEVTPHISKDNNILLDLLVSQNSPGSRVAYG 353
NTDB id 1373 NTHI RS02645 WP 011272046.1 NNVEIIASPRLLTTNKKSASIKQGTEIPYIVSNTRNDTQSVEFREAVLGLEVTPHISKDNNILLDLLVSQNSPGSRVAYG 353
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NTDB id 1433 BW25113 RS17570 WP 000815987.1 QQLDIIASPRLLASHLQPASIKQGSEIPYQVSSGESGATSVEFKEAVLGMEVTPTVLQKGRIRLKLHISQNVPGQVLQQA 334
NTDB id 1186 GTF74 RS01320 WP 000788426.1 SKAEIISSPRLITTNKQPAYIEQGTEIPYLES.SSSGASTVAFKKAVLSLKVTPQITPDNRLVLDLSVTQDRRGETVKTG 494
NTDB id 1175 A1552VC RS12105 WP 000788426.1 SKAEIISSPRLITTNKQPAYIEQGTEIPYLES.SSSGASTVAFKKAVLSLKVTPQITPDNRLVLDLSVTQDRRGETVKTG 494
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NTDB id 1373 NTHI RS02645 WP 011272046.1 QNEVVSIDKQEINTQVFAKDGETIVLGGVFHDTITKSEDKVPLLGDIPVIKRLFSKESERHQKRELVIFVTPHILKAGET 433
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