
logo

MEVWF
MTMNLNI

M

M
D
L
K
A
R
E
D
K

V
D
H
E
S

L
I
FG

E
K
R
G
L
Q

K
R
V
I
R
K
A
E
R
S
V
Q
T

M
E
LRNLEALERSAQKEGKRSQLIMTSKQRKSEALSDEQVVFLCDLGNDGEETLSAAKQELTSTIVRQLQATIR I ENSHALKNGAEQSRTIKLPNSTFLNTEDSRKAVILKVEIQSFYIADEGNRTKARLDNGGILMKVNTVGKSKTVLMI

S
Y
G
T

T
Y
D
E
S
LTLEMDSHQPGERVADSDYNLIVQSETI

LPSKED
NTDB id 48 STER RS01535 WP 011680720.1 ....MNLKDSIGLRIKTERERQQMSREVLCLDGAELTVRQLIRIEKGESLPSLDRLSYIAKRLGKSMTELLDQDNITIPD 76
NTDB id 321 STU RS10980 WP 011225448.1 ....MNIKDSIGLRIKTERERQQMSREVLCLDGAELTVRQLIRIEKGESLPSLDRLSYIAKRLGKSMTELLDQDNITIPD 76
NTDB id 51 STRSA0001 RS01280 WP 002883753.1 ....MNIKDSIGLRIKTERELQQMSREVLCLDGAELTVRQLIRIEKGESLPSLDKLSYIAKRLGKSMTDLLDHDNITIPD 76
NTDB id 469 HSISS4 RS01285 WP 021143546.1 ....MNIKDSIGLRIKTERERQQMSREVLCLDGAELTVRQLIRIEKGESLPSLDKLSYIAKRLGKNMTDLLDHDNITIPD 76
NTDB id 579 DLJ51 RS00265 WP 109982338.1 ....MTIKADLGRRIKAERNRKKISQSSFCGDEEKLTIRQLQRIEHGQSLPTLEKLEFIADRLDIKMSDLLEGRNIQLPD 76
NTDB id 580 DLJ51 RS00275 WP 109982339.1 ....MTMKEVLGQRIKEERESKQISQKLLCGNGAALTVRQLQRIEHGQSLPTLEKLEFIARRLDLKTSDLLESVDVQLPE 76
NTDB id 458 SSUD9 RS00355 WP 002935296.1 .....MNDKEFGQRVRQLRESASMTREQFCDDELELSVRQLTRIEAGASKPTFSKIQYIATRLGMGLYEL.MPDYVSLPE 74
NTDB id 465 SSU05 0053 ABP89025.1 MEVWFMNDKEFGQRVRQLRESASMTREQFCDDELELSVRQLTRIEAGASKPTFSKIQYIATRLGMGLYEL.MPDYVSLPE 79
NTDB id 455 SSU RS00330 WP 012774888.1 .....MNDKEFGQRVRQLRESASMTREQFCDDELELSVRQLTRIEAGASKPTFSKIQYIATRLGMGLYEL.MPDYVSLPE 74
NTDB id 555 STRINF RS01865 WP 174221231.1 .................MREEKEISREEFCGDETELSVRQLARIELNQSIPNLSKASFIANRLGVKLGTLTDGDSLELPK 63
NTDB id 45 SMU RS00375 WP 002263400.1 ......MLKDFGKKIKSLRLEKGLTKEAVCLDESQLSTRQLTRIESGQSTPTLNKAVYIAGRLGVTLGYLTDGENVELPS 74
NTDB id 997365 ABC811 RS10360 WP 025169467.1 .......MREFGEKIKRLRLAKKISRSEFCGDESELSIRQLIRIENGESRPTLTKLKYIAERLGGVKITS.......... 63
NTDB id 443 SPYM3 RS00325 WP 011054099.1 ......MLEHFGGKVKVLRLEKRISREDLCGDESELSVRQLARIELGQSIPSLSKVIFIAKALNVSVGYLTDGADLELPK 74
NTDB id 451 SPYM18 RS00325 WP 002986681.1 ......MLEHFGGKVKVLRLEKRISREDLCGDESELSVRQLARIELGQSIPSLSKVIFIAKALNVSVGYLTDGADLELPK 74
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NTDB id 48 STER RS01535 WP 011680720.1 EYYEMKNRLIKFPTYRNPDRIKSKLTLIEEVYEKFFDILPEEELLTLDILENILSFTSWEESPKVEEIYEDLFEQVKRKR 156
NTDB id 321 STU RS10980 WP 011225448.1 EYYEMKNRLIKFPTYRNPDRIKSKLTLIEEVYEKFFDILPEEELLTLDILENILSFTSWEESPKVEEIYEDLFEQVKRKR 156
NTDB id 51 STRSA0001 RS01280 WP 002883753.1 EYYEMKNRLIKFPTYRNPERIKAKLALIEEVYEKFFELLSEEELLTLDILENILSFTSWEESPKVEEIYEDLFEQVKRKK 156
NTDB id 469 HSISS4 RS01285 WP 021143546.1 EYYEMKNRLIKFPTYRNPERIKAKLALIEEVYEKFFELLPEEELLTLDILENILSFTSWEESPKVEEIYEDLFEQVKRKR 156
NTDB id 579 DLJ51 RS00265 WP 109982338.1 DYWEMKARIVKFPTYGDEERIQQKQNLIDEIYDKYFDSLPEDELLFLDLSENILGGIHDKNIPDIEEIYDDAFDQVLKKE 156
NTDB id 580 DLJ51 RS00275 WP 109982339.1 DYWAMKARIVKFPTYGEKERIQRKLDLINEVLVKYFDRLPEDELLFLDLSENILDRIHDKRIPNIEEIYDDAFEQVLKKK 156
NTDB id 458 SSUD9 RS00355 WP 002935296.1 RYSKLKFDVLRTPTYGNEDLAEKRDAMMTEIYDDYYDELPEEEKIVVDTLCSLFDVLDTDSQEYGKEILDDYLHQSYHRS 154
NTDB id 465 SSU05 0053 ABP89025.1 RYSKLKFDVLRTPTYGNEDLAEKRDAMMTEIYDDYYDELPEEEKIAIDAIQSRIDTLESGTAGFGKEILEDYFEQIFRKR 159
NTDB id 455 SSU RS00330 WP 012774888.1 RYSKLKFDVLRTPTYGNEDLAEKRDAMMTEIYDDYYDELPEEEKIAIDAIQSRIDTLESGTAGFGKEILEDYFEQIFRKR 154
NTDB id 555 STRINF RS01865 WP 174221231.1 RYKELKYLLLRTPTYGDQVRLDRKNDYFDEIAEVFYDVIPEEERLIIDCLQSKFDVHFSEDVNFGEGILNDYFGQVNRKK 143
NTDB id 45 SMU RS00375 WP 002263400.1 RYKELKYLLLRTPTYGDQQRLAEKETYFDEIFSQFYDDLPEEEQLIIDGLQSKLDIHFSDNIDFGVGILNDYFDQILRKT 154
NTDB id 997365 ABC811 RS10360 WP 025169467.1 ................................................................................ 63
NTDB id 443 SPYM3 RS00325 WP 011054099.1 RYKELKYLILRTPTYMDDGKLQVREEQFDEIFEDYYDKLPEEEKVAVDIIQAKFEVYQTGDINFGYSILKEFLPQLKRKS 154
NTDB id 451 SPYM18 RS00325 WP 002986681.1 RYKELKYLILRTPTYMDDGKLQVREEQFDEIFEDYYDKLPEEEKIIIDCLQATLDTLLSENTNFGIDLLQEYFNQIKTKV 154
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NTDB id 48 STER RS01535 WP 011680720.1 KFSTNDLLVIDYYFFHLYGR....KQYDKKLFERIIKRVLNQEIWT..DDVYNIVLFNDLMAIAALKIFHNSFSDFLTVV 230
NTDB id 321 STU RS10980 WP 011225448.1 KFSTNDLLVIDYYFFHLYGR....KQYDKKLFERIIKRVLNQEIWT..DDVYNIVLFNDLMAIAALKIFHNSFSDFLTVV 230
NTDB id 51 STRSA0001 RS01280 WP 002883753.1 KFSTNDLLVIDYYFFHLYGR....KQYDKKLFERIVKRVLNQEIWT..DDVYNIVLFNDLMAIAALKIFHNSFSDFLTVV 230
NTDB id 469 HSISS4 RS01285 WP 021143546.1 KFSTNDLLVIDYYFFHLYGR....KQYDKKLFERIVKRVLNQEIWT..DDVYNIVLFNDLMAIAALKIFHNSFSDFLTVV 230
NTDB id 579 DLJ51 RS00265 WP 109982338.1 RFDFNDYLYLGYFLQQCRKD....SDYDYKTFKKIEQKLLKQELLA..DDLYNIELLVTVMDAATVYAFHDDYGNIMPLL 230
NTDB id 580 DLJ51 RS00275 WP 109982339.1 TFTFNDYLYLSYFLQKCRNE....ASYDRKIFKQIEQKLLQQELSS..DEFYNIEFLAAVMDAAAVYAFHDDYKDIMPLL 230
NTDB id 458 SSUD9 RS00355 WP 002935296.1 KLSINDLMILRLFIEHCQLEDLSVGTSNYALFTDLIEKLPQSIYDVHSESLFI..VRDLFLAIVRILFSKELYNHIPVYI 232
NTDB id 465 SSU05 0053 ABP89025.1 KYELNDLLIVRLHLEYVRLSS..CDSEIFRQFLKIIEHLHEQINIINSNDLFV..LRDTLLSCVNILGSKKYYEPIPKIF 235
NTDB id 455 SSU RS00330 WP 012774888.1 KYELNDLLIVRLHLEYVRLSS..CDSEIFRQFLKIIEHLHEQINIINSNDLFV..LRDTLLSCVNILGSKKYYEPIPKIF 230
NTDB id 555 STRINF RS01865 WP 174221231.1 VFTINDLILIDLYFACLSSAKKFEGIYSLDFYDDLMKRLVNQKHVSPET.DLI..LNNVLLNNIDLAFQFKREYYIERVI 220
NTDB id 45 SMU RS00375 WP 002263400.1 NYQVNDLILIDLYFSCLTVSGLDSAIFDSRKYNQLLETLLKQVDCLPLEDLFV..LNNVLLNNFGLLLELKKYDFVKQLI 232
NTDB id 997365 ABC811 RS10360 WP 025169467.1 ................................................................................ 63
NTDB id 443 SPYM3 RS00325 WP 011054099.1 IYNLNELLLIDLYLIILVVSHFSDDIFDVQFYEEITESMLKQHNNLSLEDLFL..LNNILLSCADTYIRLKMFGHLKETL 232
NTDB id 451 SPYM18 RS00325 WP 002986681.1 RFRQNDLILLELYLAYLDIEGMDGQYSDKIFYDSLLDNLSEQFEQFELDELFI..VNKIIIDISSLSLKNNRLDNLEKAI 232
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NTDB id 48 STER RS01535 WP 011680720.1 DKALAVIEKSQLYSYKPSVFVLKAKYELLHKENKKEAAENYDKAIVFASVLEDSVLEESIKAGKLADGL.... 299
NTDB id 321 STU RS10980 WP 011225448.1 DKALAVIEKSQLYSYKPSVFVLKAKYELLHKENKKEAAENYDKAIMFASVLEDSVLEESIKAGKLADGL.... 299
NTDB id 51 STRSA0001 RS01280 WP 002883753.1 DKALAVIEKSQFYSYKPSVFVLKAKYELLHKGNKKEAAENYDKAIMFASVLEDSVLEESIRAGKAADGL.... 299
NTDB id 469 HSISS4 RS01285 WP 021143546.1 DKALAVIEKSQFYSYKPSVFVLKAKYELLHKGNKKEAAENYNKAIMFASVLEDSVLEESIKAGKAADGL.... 299
NTDB id 579 DLJ51 RS00265 WP 109982338.1 EKLNRIIDKAQLPTYKVGLLELEAKYYIKVVEDKEKAKELYQRALMLGDILDDPTIIADVKMEMKNDGIDE.. 301
NTDB id 580 DLJ51 RS00275 WP 109982339.1 KKIHWIIEQAQLHTYKAGVLELEAKYYVKIAKDKDRAKKLYQQALKLGEILEDPAIIADIKMEMKNDGIE... 300
NTDB id 458 SSUD9 RS00355 WP 002935296.1 EKIENIMELSQDFQKKPILNLVKWKYELKVQHNHEIAERYYNEAITFASLLNQFHLKEKLQMEWEKDTQSLKR 305
NTDB id 465 SSU05 0053 ABP89025.1 DSVDKIIQSTQDFQKKPIVSVLKWKYALFVDKDRDEAEKHYLDAVLFAKLIENRELEQKIEEDWRVDNQ.... 304
NTDB id 455 SSU RS00330 WP 012774888.1 DSVDKIIQSTQDFQKKPIVSVLKWKYALFVDKDRDEAEKHYLDAVLFAKLIENRELEQKIEEDWRVDNQ.... 299
NTDB id 555 STRINF RS01865 WP 174221231.1 TISEKIMTEIHDFQRRPILSLVEWKYYLKLKHDFALAEQSFTNATLFARLVGDTYLENKLKEEWQLDIDAVE. 292
NTDB id 45 SMU RS00375 WP 002263400.1 AVSNKIMDRTHDFQKKPIVNLLTWKHHLFVEKDYAEAKKSYDAAILFAQLTENINLRENLEKEWQKDSQNGT. 304
NTDB id 997365 ABC811 RS10360 WP 025169467.1 ......................................................................... 63
NTDB id 443 SPYM3 RS00325 WP 011054099.1 QLSHFIMSTIQDFQKMPMYCMYEWKLSIFYLKDINRARNYFEQSILFTQMTGDTYLVQKLRGEWNKDIHYI.. 303
NTDB id 451 SPYM18 RS00325 WP 002986681.1 EMSQKIMAKIQDWNRMPILKLIEWKYFLIKQKDIIKAEQSFMKACLFAQMTADQYLENKLIQEWEKDVKSY.. 303
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