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NTDB id 997245 ABC799 RS01695 WP 000839905.1 .....MKSMRILFLLALIQISLSSCFLWKECILSFKQSTAFFIGSMVFVSGICAGVNYLYTCKQEVHSVLASKKSVKLFY 75
NTDB id 212 SPD RS09290 WP 000839908.1 .....MKSMRILFLLALIQISLSSCFLWKECILSFKQSTAFFIGSMVFVSGICAGVNYLYTRKQEVHSVLASKKSVKLFY 75
NTDB id 178 SPR RS08850 WP 000839908.1 .....MKSMRILFLLALIQISLSSCFLWKECILSFKQSTAFFIGSMVFVSGICAGVNYLYTRKQEVHSVLASKKSVKLFY 75
NTDB id 142 SP RS09775 WP 000839908.1 .....MKSMRILFLLALIQISLSSCFLWKECILSFKQSTAFFIGSMVFVSGICAGVNYLYTRKQEVHSVLASKKSVKLFY 75
NTDB id 490 SM12261 RS08340 WP 000970273.1 MMEKMKKQIRVLLLLTVFGLSSCSCLSLSTWALMLNQNCFYYLVGMLLLASIGAGLNYYRGQGNQHYSV.FKEDKQQFLY 79
NTDB id 518 SMSK321 RS11040 WP 000413917.1 .MEKMKKQIRVLLLFTIFGISSCSCLSLSTWALMLNQNCFYYLVGMLLLASIGSGINYYSGQRNQSYSV.FKEDKQQFLY 78
consensus *!**!*!*!******!**!!*******!***!********!*****!**!*!!*** *****!!**********!

logo SLMLLLVINI
LLGLAAVL IVVL ISEDHNI

L
L
F
A
I
G
KNATSLVQEQGEFLVEDAFFLLPSFFFLFGI

LDLLVI FLP I
L
Q
KKYVNRGDLVFKLKAFIMLGDKRKEKI

T
C
V
F
L
I
V
S
T
G
I LA I

TL ILFLR
NTDB id 997245 ABC799 RS01695 WP 000839905.1 SMLLLINLLGAVLVLSDNLFIKNTLQQELVDFLLPSFFFLFGLDLLIFLPLKKYVRDFLAMLDRKKTVLVTILATLLFLR 155
NTDB id 212 SPD RS09290 WP 000839908.1 SMLLLINLLGAVLVLSDNLFIKNTLQQELVDFLLPSFFFLFGLDLLIFLPLKKYVRDFLAMLDRKKTVLVTILATLLFLR 155
NTDB id 178 SPR RS08850 WP 000839908.1 SMLLLINLLGAVLVLSDNLFIKNTLQQELVDFLLPSFFFLFGLDLLIFLPLKKYVRDFLAMLDRKKTVLVTILATLLFLR 155
NTDB id 142 SP RS09775 WP 000839908.1 SMLLLINLLGAVLVLSDNLFIKNTLQQELVDFLLPSFFFLFGLDLLIFLPLKKYVRDFLAMLDRKKTVLVTILATLLFLR 155
NTDB id 490 SM12261 RS08340 WP 000970273.1 SLLLLVNILGLALIVIEHILAGNTSVEGFVEAFLPSFFFLFGIDLLVFLPIQKYVNGVKKFLGKKEICFISGLAILIFLR 159
NTDB id 518 SMSK321 RS11040 WP 000413917.1 SLLLLVNILGLALIVIDHILAGNASVEGFVEAFLPSFFFLFGIDLLVFLPIQKYVNGLKKILGKKKICFISGLAILIFLR 158
consensus !*!!!*!*!!**!*********!******!***!!!!!!!!!*!!!*!!!**!!!******!**!*******!!*!*!!!
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NTDB id 997245 ABC799 RS01695 WP 000839905.1 NPMTIVSLLIYIGLGLFFAAYLVPNSVKKEVSFYGHIFRDLVLVIVTLIFF 206
NTDB id 212 SPD RS09290 WP 000839908.1 NPMTIVSLLIYIGLGLFFAAYLVPNSVKKEVSFYGHIFRDLVLVIVTLIFF 206
NTDB id 178 SPR RS08850 WP 000839908.1 NPMTIVSLLIYIGLGLFFAAYLVPNSVKKEVSFYGHIFRDLVLVIVTLIFF 206
NTDB id 142 SP RS09775 WP 000839908.1 NPMTIVSLLIYIGLGLFFAAYLVPNSVKKEVSFYGHIFRDLVLVIVTLIFF 206
NTDB id 490 SM12261 RS08340 WP 000970273.1 NPWMLLSMTFYIALGMLFLGLLVPKVIRWEVSFYSHLMRDILLVVFLLFLF 210
NTDB id 518 SMSK321 RS11040 WP 000413917.1 NPWMLLSMTFYITLGMLFLGLLVPKVIRWEVSFYSHLMRDILLVVFLLFLF 209
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