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HEARR LT R 5L CHYA ARG A TR el YO

MWKKNKVKAGVLLYAVT AAIFSLLLQFYLNRQVAHYQDY@WLNKEKLVAFAMAKRTKDKVEQESGEQFNLGQVSYQNKK
MWKKMKVKAGVL YAVTIAAIFSLLLQFYLNRQVAHYQDYALNKEKL AFAMAKRTKEKVEQESGEQMFNLGQVSYQNKK
MWKKKKVKAGVLLYAVT AAIFSLLLQFYLNRQVAHYQDYALNKEKLVAFAMAKRTKDKVEQESGEQEFNLGQVSYQNKK
MWKKKKVKAGVLLYAVTIAAIFSLLLQFYLNRQVAHYQDYALNKEKLVAFAMAKRTKDKVEQESGEQFFNLGQVSYQNKK

MWKKKKVKAGVLLYAVTIAATIFSLLLQFYLNRQVAHYQODYALNKEKLVAFAMAKRTKDKVEQESGEQFFNLGQVSYQNKK
MWKKKKVKAGVLLYAVTIAAIFSLLLQFYLNRQVAHYQDYALNKEKLVAFAMAKRTKDKVEQESGEQFFNLGQVSYQNKK

MWKKKKVKAGVLLYAVTTAATFSLLLQFYLNRQVAHYQDYALNKEKLVAFAMAKRTKDKVEQESGEQFFNLGQVSYQNKK
I I

LR EHE WA TR ek A

THLVTIVRTIZKSQYEF FPSVKIKEEK@DKKEINVWYTDS SIMMAEKKKSEEKWEKKEN|3 137
TRILVTRVRT|ZKSQYEF FPSVK KEEKAKKEISVEYTDSSIYMMEKKKSEEKWEKKENS 137
TGLVTRVRTDKSQYEFLFESVKIKEEKDKKEEV)TDSSEKIEK K EMNNANE 130

TGLVTRVRTDKSQYEFLFPSVKIKEEKRDKKEEVATDSSEKVEKKKSEEKPEKKENS 137
TGLVTRVRTDKSQYEFLFPSVKIKEEKRDKKEEVATDSSEKVEKKKSEEKPEKKENS 137
TGLVTRVRTDKSQYEFLFPSVKIKEEKRDKKEEVATDSSEKVEKKKSEEKPEKKENS 137
TGLVTRVRTDKSQYEFLFPSVKIKEEKRDKKEEVATDSSEKVEKKKSEEKPEKKENS 137
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X non conserved
B similar
> 50% conserved



