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NTDB id 997020 ABC803 RS02070 WP 277769896.1 ...........LTDENFKGQVEFKDVTF....................RY........AANSEAVIEHVSFKAETGQTVA 65
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NTDB id 370 SMU RS04260 WP 002263294.1 FLDEEEIEDENHKVKQLEKVEGNVNFDNVFFGYSPDK.......TIIHDFSAHAKAGQKIAIVGPTGAGKTTIVNLLMRF 393
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NTDB id 997020 ABC803 RS02070 WP 277769896.1 YEIDKRSIRIDGVDTKAMTRSEVHDAFSMVLQDTWLFEGTIRDNLIYNQIGISDERMMEASKAVGIHHFIMTLPDGYDTI 214
NTDB id 370 SMU RS04260 WP 002263294.1 YEVDRGMISIDGVNIHDMTRKEVHDAFAMVLQDTWLFEGTVKENLIYNQKHITDEQVIAAAKAVGVHHFIKTLPKGYDTV 473
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logo LDDSTVTLSVGQKQLLTIACRALLKDAPSLL I LDEATSSVDTRTEEL IQKRAMDHRLMEGRTSFVIAHRLS ITIRNADL I LVMKRDG
NTDB id 997020 ABC803 RS02070 WP 277769896.1 LDDTVTLSVGQKQLLTIACALLKDASLLILDEATSSVDTRTEELIQKAMDRLMEGRTSFVIAHRLSIIRNADLILVMKDG 294
NTDB id 370 SMU RS04260 WP 002263294.1 LDDSVTLSVGQKQLLTIARALLKDAPLLILDEATSSVDTRTEELIQRAMDHLMEGRTSFVIAHRLSTIRNADLILVMRDG 553
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NTDB id 370 SMU RS04260 WP 002263294.1 NIIEQGSHDQLMAENGFYADLYNSQFTEEVA.. 584
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