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NTDB id 996985 AAH687 RS18410 WP 017366958.1 MSGISETPLDSYVINQTTMAVLPVEEGKRVYSKVIERETSFYVELKPLQIIERSCRFFGSSYAGRKAGTYEVTGISHKPP 80
NTDB id 78 BSU 10420 NP 388923.1 MSQKTDAPLESYEVNGATIAVLPEEIDGKICSKIIEKDCVFYVNMKPLQIVDRSCRFFGSSYAGRKAGTYEVTKISHKPP 80
consensus !! ** !!*!! *! !*!!!! ! ***!!*!!*** !!! *!!!!!**!!!!!!!!!!!!!!!!!!!!! !!!!!!
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NTDB id 996985 AAH687 RS18410 WP 017366958.1 IVIDSSNHLYFFPTYSSNRPQCGWISHKYIHIFQESSLGDTVVTFTNEQSVKLDVSYKSFESQVHRTAYLRTKFQDRLDG 160
NTDB id 78 BSU 10420 NP 388923.1 IMVDPSNQIFLFPTLSSTRPQCGWISHVHVKEFKATEFDDTEVTFSNGKTMELPISYNSFENQVYRTAWLRTKFQDRIDH 160
consensus !**!*!!*** !!! !! !!!!!!!!! *** ! * !! !!!*! ** !**!! !!! !!*!!!*!!!!!!!!*!*
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NTDB id 996985 AAH687 RS18410 WP 017366958.1 GLPKKQEFMLYPKEQQLNLVYDFILRELRNRY 192
NTDB id 78 BSU 10420 NP 388923.1 RVPKRQEFMLYPKEERTKMIYDFILRELGERY 192
consensus *!!*!!!!!!!!! **!!!!!!!! !!
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