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NTDB id 996696 MKY04 RS22145 WP 126293825.1 MINHVVLVGRLTKDPELRYTPSGVPMTRFTVAVNRAFSNQSGEREADFIGCIAWRKQAENLANFMRKGSLIGVEGRIQTG 80
NTDB id 113 BSU 40900 NP 391970.1 MLNRVVLVGRLTKDPELRYTPNGAAVATFTLAVNRTFTNQSGEREADFINCVTWRRQAENVANFLKKGSLAGVDGRLQTR 80
NTDB id 624 LCA RS00040 WP 011373726.1 MINRVVLVGRLTRDVDLRYTSSGAAVGTFSMAVNRQFTNANGDREADFINCVIWRKSAENFANFTKKGSLVGVDGRLQTR 80
consensus !*!*!!!!!!!!*!**!!!!**!*****!**!!!! !*!**!*!!!!!!*!* !!**!!!*!!!**!!!!*!!*!!*!!*

logo

S
NYEGNQDQGKQRVFYTVTDEVQVVAEDNSFVSQLFLESPKRTNAGTTGEGGQSAGRNQSGMDPGASGQGNFYNESGNNQQSGNYGSGQSYFYGGGNQPTYNTSQPNQQFGNQGNDQDNSGPFAGTGSYP

NTDB id 996696 MKY04 RS22145 WP 126293825.1 SYEGQDGKRVYTTDVVADSVQFLEPRNAGGGANMP........NQQYGGQSYGGNQPTYNTSQPNQQFGNQGQDPFASYP 152
NTDB id 113 BSU 40900 NP 391970.1 NYENQQGQRVFVTEVQAESVQFLEPKNGGGSGS.....GGYNEGNSGGGQYFGGG...............QNDNPFGG.. 138
NTDB id 624 LCA RS00040 WP 011373726.1 NYENQQGQRVYVTEVVVDNFSLLESRTTTEQRQGDGASQNFNSNQSNGSQ......................QSGFTS.. 136
consensus *!!*!*!*!!**!*!*******!!****** ** ** *** !*! *** * * *!**

logo

QN
P
SQNPQNSTQGRNAQRNPQANQAGYTNNRSFTVDNQADEDPFASNDNSKGGKQAP I EDVI SEDDDLPF

NTDB id 996696 MKY04 RS22145 WP 126293825.1 QSQPSGNQQNYTRVDEDPFASSKGPIEVSEDDLPF 187
NTDB id 113 BSU 40900 NP 391970.1 .NQNNQRRNQGNSFNDDPFANDGKPIDISDDDLPF 172
NTDB id 624 LCA RS00040 WP 011373726.1 .PQQTGNAPAANNTQADPFANNGQAIDISDDDLPF 170
consensus !**** **** **!!!!* * *!**!*!!!!!
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