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INSRVVLVGRLTRKDVPDELRYTSPNSGVAAMVACGRTFSTLMVAVNRAQTFSTNAEQNQSGDEREADF IQNCLVAITWRRKSQAENFLVANFLMTRKKGSLAIVGI
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NTDB id 996674 MKY04 RS12740 WP 346234527.1 MINSVVLVGRLTKDPELRYTPSGVAMCRFTVAVNRAFSNEQGEREADFIQCLAWRKQAENLANFMRKGSLIGIEGRIQTG 80
NTDB id 113 BSU 40900 NP 391970.1 MLNRVVLVGRLTKDPELRYTPNGAAVATFTLAVNRTFTNQSGEREADFINCVTWRRQAENVANFLKKGSLAGVDGRLQTR 80
NTDB id 624 LCA RS00040 WP 011373726.1 MINRVVLVGRLTRDVDLRYTSSGAAVGTFSMAVNRQFTNANGDREADFINCVIWRKSAENFANFTKKGSLVGVDGRLQTR 80
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YEGNQDQGKQRVFYTVTDEVQVVADENNSFIVSQLFLESPKRGNTGTGSTDEGGQSGRSNQSGSADGPANSYGQGNTGNFYQNESGNSQNQNASGNTGSGQYFGGGQNQNTDQNSGPFGTGSNPQNQHNTGNQNRYARVGNPAQAGPTNSN

NTDB id 996674 MKY04 RS12740 WP 346234527.1 SFEGQDGKRVYTTDVVANSIQFLEPRGTSDGSNSAPNYQGNTNYQSSNQNANTGQY.GGQNT........QHNYVGQPTN 151
NTDB id 113 BSU 40900 NP 391970.1 NYENQQGQRVFVTEVQAESVQFLEPKNGGGSGS.....G...GYNEGN..SGGGQYFGGGQNDNPFGGNQNNQRRNQGNS 150
NTDB id 624 LCA RS00040 WP 011373726.1 NYENQQGQRVYVTEVVVDNFSLLESRTTTEQRQGDGASQ...NFNSNQ..SNGSQ.......QSGFTSPQQTGNAPAANN 148
consensus **!*!*!*!!**!*!*******!!** *** * * **** * ****!* ** * * ** * ****
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NTDB id 996674 MKY04 RS12740 WP 346234527.1 YGEDPFANSKGPIEVSGDDLPF 173
NTDB id 113 BSU 40900 NP 391970.1 FNDDPFANDGKPIDISDDDLPF 172
NTDB id 624 LCA RS00040 WP 011373726.1 TQADPFANNGQAIDISDDDLPF 170
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X non conserved

X similar

X ≥ 50% conserved


