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NTDB id 1390 A4U84 RS00055 WP 021115958.1 MAGVNKVIIVGNLGNDPDMRTMPNGDAVATLSVATSESWNDKMTGERREVTEWHRIVFFRRQAEVAGQYLRKGSKVYVEGKLKTR 85
NTDB id 624 LCA RS00040 WP 011373726.1 ..MINRVVLVGRLTRDVDLRYTSSGAAVGTFSMAVNRQFTNANG.D..READFINCVIWRKSAENFANFTKKGSLVGVDGRLQTR 80
NTDB id 112 BSU 36310 NP 391512.2 ..MFNQVMLVGRLTKDPDLRYTSAGAAVAHVTLAVNRSFKNASG.E..IEADYVNCTLWRKTAENTALYCQKGSLVGVSGRIQTR 80
NTDB id 99661 QMM73 RS10185 WP 029549393.1 ..MLNRVVLVGRLTKDPEYRTTPSGVSVATFTLAVNRTFTNAQG.E..READFVNCVVFRRQADNVNNYLSKGSLAGVDGRLQSR 80
NTDB id 113 BSU 40900 NP 391970.1 ..MLNRVVLVGRLTKDPELRYTPNGAAVATFTLAVNRTFTNQSG.E..READFINCVTWRRQAENVANFLKKGSLAGVDGRLQTR 80
consensus **!*!**!!*!**!***!*** !**!*****!******** * * ***********!**!** *****!!!***!*!****!
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NTDB id 1390 A4U84 RS00055 WP 021115958.1 KWQDQNGQDRYTTEIQGDVLQMLDSRSSGGDFGGNQGSGWNQAPAQTNYNQGGYSDNYAQNNNFNGGNAT.....RPQPAQKPAA 165
NTDB id 624 LCA RS00040 WP 011373726.1 NYENQQGQRVYVTEVVVDNFSLLESRTTTEQRQGDGASQ........NFNSNQS..NGSQQSGFTSPQQTGNAPAANNTQADPFA 155
NTDB id 112 BSU 36310 NP 391512.2 SYENEEGVNVYVTEVLADTVRFMDPKPREKAAD.................................................... 113
NTDB id 99661 QMM73 RS10185 WP 029549393.1 NYENQEGRRVFVTEVVCDSVQFLEPKNTNDSQQDLYQQQ........VQQ................TRGQSQYSNNKPVKDNPFA 141
NTDB id 113 BSU 40900 NP 391970.1 NYENQQGQRVFVTEVQAESVQFLEPKNGGGSGSGGYNEG........NSGGGQYFGGGQNDNPFGGNQNNQRRNQGNSFNDDPFA 157
consensus ******!*****!!************ * * * * * * * ***
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NTDB id 1390 A4U84 RS00055 WP 021115958.1 QAEPPMDNFDDDIPF 180
NTDB id 624 LCA RS00040 WP 011373726.1 NNGQAIDISDDDLPF 170
NTDB id 112 BSU 36310 NP 391512.2 ............... 113
NTDB id 99661 QMM73 RS10185 WP 029549393.1 NANDPIEIDDDDLPF 156
NTDB id 113 BSU 40900 NP 391970.1 NDGKPIDISDDDLPF 172
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